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acatgggagacaataacacataacctcaaaaaatcaatatgaagctcaaaataagtattaactaatttgtttactact
atctttaaaaacttcgttacaaataataaaaatattcatagettggagttatctagaaaaatcttagcaaataagaga
gtttgtagaatttgaggtaatcaatcaagtaaactgt gt cATGGCTTCAGGTAGTTTCAAAAAGGGTTCTGAGGCAAC
MASGSFKKGSEAT
AGAGACAAATGAACCTTTCAAACGGCAAGGCTCATTGCGAAAAGTTCTTCCTCCTAAACAATATGGAGAATCAATGCT
ETNEPFIKIRQGSLIRIEKVLPPIE KA QYO GESML
TAGCATGTCTGCCAAAATGATCGAACG TCCACAACAATCTTCTTCGCAAACAAGTCTTTACAAGCAAGCTTACAGTCC
S MSAKMIERPQQSSSQTSLYZKAQAYSTP
ATTCTTCCAAGAGTATAGTATAATGAGTGAATACAACCTACTGACTAAGAAATGTCTTCCAGGGCTCTATGTTATGCC
FFQEYSIMSEYNLLTZ KTI KT CLZPGLYVMP
CTCCGCTTCTTCTCCTTTATTATGGTTTGGTGTATTGTTCATCAAAAAAGGGCTCTATCATGGAGGTATCTTTCGTTT
SASSPLLWFGVLFTITIKZE KT GLYHOGSGTIFRF
CAATTTGGAAACTCCCGAGACCTTTCCTGATTGCACATGTCCGAAAGTTGTATTCGAGTCTAAAGTCTTCCATCCTAG
NLETPETFPDCTCPIKVVFESIKVFHPS
TATAGACATTGCAACTGGCGAAGTTTTCTTGAATCAAACATTTCCGGAGTGGAAGAAAGACGTGAACCATTTATGGCA
I DI ATGEVFLNQTTFPEWIKTI KDVNHLWAQ
AATACTTGAACACGTATTGCAGTTGTTTCTCAGCATTGACGTCAAGGATGCAGTCAACCAAGAAGCATCTATCTCTAT
I L EHVLQLFLSTITITDVKDAVNAQEASTISM
GTGAacgatatggatgcecttcgtcaaccgagtgaaagagagtgtagactetictcagaataatttgttcgacgaaccg
*
acgtcaagtgatcctactatcetecgattcaatcaatatgatgaaaccetecataagacagcaagagaagetttaaagt
cgaaaaaaaaaaaaaaaaaanaaaaaaa

Figure S1. The nucleotide and deduced amino acid sequences of NIAKTIP. The deduced
amino acid sequence is shown below the cDNA sequence. The start and stop codons are

shown in boldface, and an asterisk represents the position of the stop codons.
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Figure S2. Test of the AKTIP antibody specificity. The polyclonal rabbit antibody is
generated by PolyExpress™ Antibody Service.
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Figure S3. Gene expression profile of the insulin/AKT/mTOR signaling pathway in BPH.
Boxes highlighted in green correspond to down-regulated genes, while the red box indicates
up-regulated genes in the Rh colony compared with the Tn colony. Solid line and black
arrows represent for directly stimulatory modification; Dotted line with black arrow
represent for indirectly stimulatory modification; Dotted line with white arrow represent
for translocation.
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