Int. J. Mol. Sci. 2016, 17, 1602; doi:10.3390/ijms17101602 S1of S3

Supplementary Materials: Fine Mapping of Virescent
Leaf Gene v-1 in Cucumber (Cucumis satious L.)

Han Miao, Shengping Zhang, Min Wang, Ye Wang, Yiqun Weng and Xingfang Gu

onsensusagggaaaaaagtgttt

911

Consens

911

Conse

9930
91106
911

Conser

9930
91106

aggcaactac

Figure S1. Cont.
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9930 2940
91106 2940
91106t 2940
ConSensusgctgctqagaaqccttcccttqgatctccqgagagatataaaacgtcacctttqccttqacct"qtthaagcgtaaatttcacatataaatttaca gacat atgqatacqgaqgagcaatgt ggaaatgactgctca

930 3080
9110G 3080
91106t 3080
Consensuscgaattacaatttgtcgcaaattaaaccgattcatctctgtgcacceect rrrrqarrrrrgraqgrr~rarrgrrrgarraaarqqargaaaqaarqrragargraarargrgaaaqarrraaarrrgr rrgagrara

9930 3220
91106 3220
91106t 3220
Consensusqaaqgcacatttcttgtchagaagqtgacccrgtcaatgaaatgctattcataatcaqagqt:atcttqactcatacacﬂactaacqqtqqta:'aactggqLttttcaactcctqtrgtattgqtccngtgatttctq

9930 3360
91106 3360
91106t 3360
Consensustggtgaggagctgctgacttgggctettgaccetegtecaagegttgtgottecgtettcaactegeacggtcaaagecatetecgaggtagaageatttgctetecatagecgaggacttgaaatttgtatecteccagt

9930 3500
91106 3500
9110Gt 3500
Consensustcagaagactccacagcaaacaactaagacacaagtttcgattctactcgcatcaatggcgaacatgggetgeatgetttgttcaagcageatggegaagatataagagacggaaagagegagetgaactcagggctaaa

9930 3640
91106 3640
91106t 3640
Consensusgaqagttatccaactaccaaaq cqagtccccqctttcaccaccaacqacatcaaacttggattcacgatcacgaaatgctagaaqqqcattqaataagcgt gtgtttcagatqctngctcg aaqc[cattgcagaa

9930 3780
9110G 3780
91106t 3780
Consensusgccaqaagaacctgact(ctccattgt(gaggagtaaagtgacgatggaqctcgqctqaaaaa"cagcaactgagtctgtacagq(gngtg(gaacqgtqaagctatacttac(actgqttgt ttgtqtaaaatgaaa

9930 3813
91106 3813
9110Gt 3813

Consensusgtttggttaagaaaaatttacgtggggattttc

Figure S1. CsaCNGs DNA sequence from 3 cucumbers as follow. 9930, 9110G and 9110Gt.
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Table S1. Information of molecular makers used in fine mapping of v-1 in this study.
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# Marker Marker Types 9930 Scaffold  Position Chr. Forward Primer (5’-3") Reverse Primer (5-3') Enzyme
1 UWO081313 SSR scaffold000066 166409 6 CACGTGTGTTTCACAACTTTCTT TTATCGACCAATTGCCAACA

2 UWO081309 SSR scaffold000066 170584 6 TTTGGAAATAGCAACCTATGAGC  GAACCCAACTAATGCCAAAGA

3 v1dCAPsl dCAPs scaffold000066 194393 6 TGCAAAGTTTGTTGCATTTGA GGGGCATTAAGTTTGCTTGA Haelll
4  SSR18405 SSR scaffold000066 206319 6 CGCAGGTGCATCTCATGTAA GACAAACAAGGGGACGAAAA

5 v1SSR8 SSR scaffold000066 249054 6 GGCAATGGTAAAGGTTGGAA AAGGGATGTGTGGTGTGGTT

6 VvI1CAPs15 CAPS scaffold000066 299463 6 ATCTCACTTTCATCTATTTATTGAC TTGGCCAGAACTTTGTAGCA Maell
7 vlInDell InDel scaffold000066 330800 6 GAGATACATGCAAAATTAGCAA TGTGATGTCCATGATGAGATTG

8  v1CAPs20 CAPS scaffold000066 340002 6 GTATAATGAGAAAATAAATATGA  CCAATTCAAACATGCTCATTG Sspl

9 VvICAPs23 CAPS scaffold000066 374798 6 AGTTCGCCTTAATCAACTCACTAAA GGCCTCTACTCACCCTGAAA HindIII
10 UWO085174 SSR scaffold000066 377830 6 TCCAAAACAAGAGACGACCA AAGGGTGGGAGAAAAATGAA
11 SSR06500 SSR scaffold000066 414339 6 TGACAAAACACTACCCACCG AGCAAATTCAACCGTTCATGT
12 SSR01331 SSR scaffold000066 699190 6 CGGGATTTACCCCTCACATT GTGGGACCGAGAAGTTTGAT




