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Figure S1. Hierarchical cluster analysis of all analyzed nodules and root samples. Data are z-score.

Red = increased compared to the average, Blue = decreased compared to the average.
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Figure S2. Principal component analysis (PCA) of soybean (red), mungbean (light blue), cowpea (blue) and
siratro (yellow) nodules and its corresponding uninfected roots (A). Three biological replicates were examined,
each analyzed twice by non-targeted metabolomics; The metabolites contributing mostly to a clear
discrimination of the eight samples types in the first two principal components are visualized in the PCA
loadings plot, the compounds with the same molecular formula or weight are written in parenthesis (B);

#: number.
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Figure S3. PCA of soybean wild-type nodules at different developmental stages: 13 dpi (blue), 21 dpi (red) and
31 dpi (yellow) (A). Three biological replicates were examined, each analysed twice by non-targeted
metabolomics; The metabolites contributing mostly to a clear discrimination of the three samples types in the
first two principal components are visualized in the PCA loadings plot, the compounds with the same
molecular formula or weight are written in parenthesis (B); ; #: number
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Figure S4. Principal component analysis (PCA) of soybean wild-type nodules (violet), nodules induced by a
nifH mutant (red), nodules induced by a nifA mutant (blue) and soybean root only material (yellow) metabolite
profiles (A). Three biological replicates were analyzed, each analyzed twice by non-targeted metabolomics; The
metabolites contributing mostly to a clear discrimination of the three samples types in the first two principal

components are visualized in the PCA loadings plot, the compounds with the same molecular formula or

weight are written in parenthesis (B); #: number.



