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Figure S1. Gene expression analysis using the PrimerArray® Cell Cycle (Human). (A) The
PrimerArray® Analysis Tool Ver.2.2 (TaKaRa, Otsu, Japan) was used for RT-PCR data analysis tool.
The genes indicated in blue were significantly decreased by less than 0.50. Genes indicated in green
were slightly decreased by less than 0.70. There is no genes that significantly increased by more than
2.00; (B) Some G2/M-phase related genes were decreased by transfection with the miR-331-3p
precursor in SKG-II cells.



