Int. ]. Mol. Sci. 2016, 17, 1355; doi:10

.3390/ijms17081355 S1

Supplementary Materials: Comparative Genomics of
the Extreme Acidophile Acidithiobacillus thiooxidans
Reveals Intraspecific Divergence and

Niche Adaptati

on

Xian Zhang, Xue Feng, Jiemeng Tao, Liyuan Ma, Yunhua Xiao, Yili Liang, Xueduan Liu and

Huaqun Yin

A 0
]
60

50 4

% of genes

30 4

20 4

K: Transcription

40 4

o™

w
o
P | X

% of genes
ro
w
1

it 3 N ol ot a2
10 L o ICRERY o R e
1 6% 0% N noo? N ot

JONC ) ﬂo.ﬂ
o
LAY L

n

e o0
R N oo
[ information storage and processing [Jlll Cellular processes and signaling [Jlf Metabolism
[ Poorly characterized I Mo category

KL DVTMNUO 'CGEFHIP RSX KL DVTMNUO /CGEFHIP RSX

A. thiooxidans Licanantay A. thiooxidans ATCC 19377

L: Replication, recombination and repair D:Cell cycle control, cell division, chromosome partitioning

V. Defense mechanisms T: Signal transduction mechanisms M: Cell wall'membrane/envelope biogenesis

N: Cell motility

U: Intracellular trafficking, secretion, and vesicular transport O Posttranslational modification, protein turnover, chaperones

C: Energy production and conversion G: Carbohydrate transport and metabolism E: Amino acid transport and metabolism
F: Nucleotide transport and metabolism  H: Coenzyme transport and metabolism I: Lipid transport and metabolism

P: Inorganic ion
X No category

transport and metabolism R: General funclion prediction only : Function unknown

Figure S1. Classification of strain-specific genes in A. thiooxidans strains. Coding sequences (CDSs)
were assigned to the Clusters of Orthologous Groups (COG) super-functional category (A) and the

COG functional category

(B).



