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Figure S1. The solid tumor was extensively degenerated compared to normal tissue (A, Left half: normal
tissue; Right half: SPT tissue, HE staining 100x), and the cells attached loosely around the angiogenic
regions to form the pseudopapillary structure, with a lack of adenoid structure (B, HE staining 100x).
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Figure S2. Representative variations of frequent SNPs in CTNNBI (A); and indels in TBP (TATA-Box
binding protein) (B) were validated by Sanger sequencing (Green line: Adenine; Red line: Thymine;
Black line: Guanine; Blue line: Cytosine).



