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Supplementary Figure S1. Correlation regression analysis of genome size and Aux/IAA gene family size. The correlation regression analysis shows that the Aux/IAA gene copy number and the gene locus number are weakly correlated. The bigger genome size of an organism is not directly proportional to the bigger gene family. The number of Aux/IAA genes range from 3 to 63 across the different plant species. The X-axis denotes the genome size (locus number) and the Y-axis denotes the Aux/IAA gene family size.
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Supplementary Figure S2. Multiple sequence alignment of representative Aux/IAAs amino acids sequences. Conserved domains Ⅰ, Ⅱ, III and IV are underlined. The height of the bars indicates the number of identical residues at each position. The amino acids under symbol "*" are conserved NLS sites.
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