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Table S1: κB sequences and their bearing genes used in this study. 

 
Red, -1C κb site; blue, -1C or D κb site; green background, κb site in CGI. 
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Table S2. Oligonucleotides used for DAPA 

 

 

Table S3. Primers used for Plasmids construction and site-directed mutagenesis 
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Table S4. Primers used for BSP 

 

 

Table S5. Primers used for RT-PCR 
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Figure S1. Methylation status around the κB sites of CCL2 was not changed upon NF-κB activation by TNFα or LPS 

in U937 cells. Genomic DNAs were isolated from U937 cells treated with TNFα (10 ng/ml) or LPS (1μg/ml) for the 

indicated time and methylation status was determined by BSP. The κB site was shown as a vertical line. 

 

 

Figure S2. The ratio between -1C κB sites and total κB sites outside CGIs is substantially lower than that inside CGIs 

in VCAM, CCL2 and RelB of multiple vertebrate.  


