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Figure S1. Endolysosomal degradations of purified allergens were analyzed by mass spectrometry
(MS) after 24 h. Peptides identified by MS are represented as bars. The following protein sequences
were used: Bet v 1.0101 (a); Amb a 1.0301 (b); proDer p 1.0102 (c); and Der p 2.0103 (d).



