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Plant Groups Gene Clades

— Evolvulus sp RADT IConvolvulaceae

100/100 Schizanthus grahamii RAD2
W

Schizanthus pinnatus RAD1
Solanum lycopersicum Tomalto RADS
Petunia hybrida var Mitchell RAD3
Petunia sp RAD3
Nicotfana tabacum RAD2
Nicotiana otophora RAD4
Nicotiana tomentosiformis RAD1
Nicotiana benthamiana RAD1
Nicotiana benthamiana RADS
Nicotfana sylvestris RAD4
Nicotiana fabacum RAD3

98/55 Capsicum annuum RADZ2 Solanaceae
Atropa belladonna Linn RAD
Sofahum melongena RAD2
Solanum melongena RAD3
Solanum tuberosum RADZ2
Sclanum tuberosum RAD3
Solanum tuberosum RADS
Solanum lycopersicum Tomato RAD5S
Solanum pimpinellifolium RAD 1
Solanum lycopersicum microtom RAD2
Sclanum lycopersicum Tomafo RAD7
Solanum lycopersicum Tomafo RADZ2
Solanum pennellii RAD3
Solanum pennellii RAD1
Solanum pennellii RAD2 - -
Ipomoea nil RAD2
Ipomoea tricolor RAD IConvoIvuIaceae
Evolvulus sp RAD2
Schizanthus grahamii RAD1
Schizanthus pinnatus RAD2
Petunia hybrida var Mitchell RAD2
Petunia sp RADT
Nicotiana benthamiana RAD4
Nicotfana sylvestris RAD1
Nicotiana tabacum RAD6
Nicotiana tabacum RADT
Nicotiana tomentosiformis RAD3
Nicotiana otophora RAD3
Nicotiana tabacum RAD7
[— Petunia hybrida var Mitchell RAD 1

100/99%— Petunia sp RAD2

I: Nicotfana sylvestris RAD2

100/99— Nicotiana tabacum RAD4
Nicotiana benthamiana RAD2 Solanaceae
Nicotiana obtusifolia RAD1
Nicotiana benthamiana RAD3
Nicotiana obtusifolia RAD2
Nicotiana fabacum RADS
Nicotiana otophora RAD1
Nicotiana tomentosiformis RAD2
Capsicum annuum RADT
Solanum melongena RAD1
Lycium ruthenicum Murr RAD
Sclanum tuberosum RAD4
Solanum tuberosum RADG
Solanum pennellii RAD5
Solanum peruvianum RAD
Solanum lycopersicum microtom RAD1T
Solanum lycopersicum FSM1
Solanum lycopersicum Tomafo RADG
Solanum pimpinellifolium RAD2 1l L
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Figure S1. Phylogeny of RAD2 clade of Solanaceae and Convolvulaceae based on Bayesian and ML
inferences. The unrooted tree shows the two clades, each of which includes sequences from both
Solanaceae and Convolvulaceae. Bayesian posterior probabilities and bootstrap frequencies depicted
close to the branches, respectively.
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Figure S2. Illustration of the 14 alternative tree topologies that were statistically evaluated. The three
subclades under tests within RR1 and RR2 clades are labeled with blue and orange, respectively. The
number of each alternative topology in this figure matches with the number in Table 2.



