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Figure S1. Phylogeny of RAD2 clade of Solanaceae and Convolvulaceae based on Bayesian and ML 
inferences. The unrooted tree shows the two clades, each of which includes sequences from both 
Solanaceae and Convolvulaceae. Bayesian posterior probabilities and bootstrap frequencies depicted 
close to the branches, respectively. 
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Figure S2. Illustration of the 14 alternative tree topologies that were statistically evaluated. The three 
subclades under tests within RR1 and RR2 clades are labeled with blue and orange, respectively. The 
number of each alternative topology in this figure matches with the number in Table 2. 


