Figure S2. Alignment of placental mammal AK sequences. The alignment of the placental
mammal AKA, AKB, and AKC sequences used for the dN/dS analyses.
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Figure S2. Alignment of placental mammal AK sequences. The alignment of the placental mammal AKA, AKB, and AKC sequences used for the dN/dS analyses.
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MEELADALMYCHGKKVIHRDIKPENLLLGLQGELKIADFGWSVHAPSLRRKTMCGTLDYL
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MEELADALIYCHGKKVIHRDIKPENLLLGLQGELKIADFGWSVHAPSLRRKTMCGTLDYL
TEELADALTYCHDKKVIHRDIKPENLLLGFRGEVKIADFGWSVHTPSLRRKTMCGTLDYL
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RDLISRLLKHNPSQRPMLREVLEHPWITANSSKPSNCQNKESASKQS*- 404
RDLISRLLKHNPSQRPMLREVLEHPWITANSSKPSNCQNRVN*------ 399
RDLISRLLKHNPSQRPTLKEVLEHPWITANSKPSSCQKKESTSKQS*-- 403
RDLISRLLKHNPSQRPTLKEVLEHPWITANSKPSSCQKKESTSKQS*-- 403
RDLISRLLKHNPSQRPTLKDVLEHPWIMANSSKPSSSQKNKDSTSKQS* 406
RDLISRLLKHNPSQRPTLKEVLEHPWVTANSSKPSGSQKSKESTGKQS* 406
RDLISRLLKHNPSHRPTLKEVLEHPWITANSKPASSHKKESTSKQP* -~ 403
RDLISRLLKHNPSQRPTLKEVLEHPWITANSSKPSNSQKSKESTSKQP* 405
RDLISRLLKHNPSQRPTLKEVLEHPWITANASKPSNSQKSKESTSKQS* 406
KDFISRLLKHNPSHRPTLAEVLEHPWVKAKSSKPSSCPDKEPASKQS*- 403
RDLISRLLMHNPNQRLTLKEVLEHPWITANSSKPSSSQKSKESTSKQS* 405
RDFISRLLKHNPSQRPTLKEVLEHPWITANSSKPPSSQKNKESTSKQS* 406
RDLVSRLLKHNPSQRLTLKEVLEHPWITANSKKPPSSQNKEPTSKQS*- 406
RDLISRLLKHNPSQRPTLKEVLEHPWITANSKPSSSQKKESASKQS*-- 403

1c1INM_004217.3 QDLISKLLRHNPSERLPLAQVSAHPWVRANSRRVLPPSALQSVA*---- 345
1c11XM_01511855 QDLISKLLRHNPSERLPLAQVSAHPWVRANSRRVLPPSALQSVA*---- 345
1c1INM_183084.2 QDLIYKLLKHNPSERLPLAQVSAHPWVRTHSRRVLPPSAPQSVP*---- 345
1c11XM_00401268 QDLISKLLKHNPSERLPLAQVSAHPWVRAHSRRVLPPSAPQSVP*---- 345
1c11XM_844813.4 QDLISKLLKHNPSERLPLSQVSAHPWVRAHSRRMLPPSAVQAIP*---- 345
1c11XM_00399619 QDLISKLLKHNPSERLPLAQVSAHPWVRAHSRRVLPPSALQSVP*---- 345
1c1INM_213919.2 QDLISKLLKHNPSDRLPLAQVSAHPWVRAHSRRVLPPSAPQSVP*---- 345
1c11XM_00150481 QDLISKLLRHNPSERLPLAQVSAHPWVRAHSRRVLPPSALQSVP*---- 345
1c11XM_00443309 QDLISKLLKHNPSERLPLAQVSAHPWVRAHSRRVLPPSAPQSVP*---- 345
1cl1XM_00827074 QDLISKLLRHNPSDRLTLAQVSAHPWVRAHSRRVLPPSAMQSVA*---- 344
1c11XM_00587878 QDLISKLLKHNPSDRLPLAQVSAHPWVRAHSRRVLPPSALQSVH*---- 340
1c11XM_00468461 QDLITKLLKHNPSERLPLTQVSAHPWVRAHSRRVLPPSALQSVP*---- 345
1c11XM_00341691 QDLISKLLKHNPSERLPLAQVSAHPWVRAHSRRVLPPSALQSVP*---- 346

1c11XM_01994424 QDLISKLLKHNPSERLPLAQVAAHPWVRAHSRRVLPPSALQSVP*——-—
1c1INM_00101587 RDLISRLLRYQPLERLPLAQILKHPWVQAHSRRVLPPCAQMAS* - -
1c11XM_00109836 RDLISKLLRYQPLERLPLAQILKHPWVQVHSRRVLPPCAQMAS*- -
1c11XM_00521979 RDLISKLLRFQPLERLPLVRVLEHPWIRAHSQRVLPPSVPMAF* - - -
1c11XM_00401544 RDLISKLLRFQPLERLPLVRVLEHPWIRAHSQRVLPPSVQRAF*-----
1c11XM_00561607 QDLVSKLLRYQPLERLPLAQIMEHPWVRAHSRRVLPPSVQMAS*- -
1c11XM_00694080 RDLISKLLRYQPLERLPLSQILEHPWVRAHSRRVVPPSVQMDS*- - - - -
1c11XM_02109730 QDLISRLLRYQPSDRLPLDQILEHPWVRAHSRRVLPPSTQMVS*-—-—-
1c11XM_00150199 KDLISKLLRYQPLERLPLDQILEHPWVRAHSRRVLPPSAQMAS*-----
1c11XM_00443911 KDLISKLLRYQPLERLPLDQIMEHPWVRAHSRRVLPPSAQMAS* - - -
1c11XM_00824896 RDLISRLLRYQPSERLPLAQILRHPWVQAHSRRVLPPCAHPAS*-----
1c11XM_01453723 QDLISKLLRYQPSERLLLAQVLQHPWVQAHSRRVGPPPAPSAS* - - -
1c11XM_01273470 QDLISSLLRYQPSERLPLAQILQHPWVRMHSRRVLPPSAQVAS*-----
1c11XM_00340664 QDLISKLLRYQPFERLALAQVLEHPWVQAHSQRVLPPSAQMAS*- -

1c11XM_01992887 QDLISKLLRYQPSERLPLVQILEHPWVRAHSRRVLPPSAQMVS*----~
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