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CCGTCCGAGCCCTCGCGCGGACCGTCCGGCCTCAGGCGCGGACCGTCCGGTCGGTAAGAAACCGAAAAACCCGAAGGTGACGGGTTCGGAGAAATGAATT
TTAGCGGCCTCGCGGACCGTCCGGGCCAGGCGGGUGGACCGTCCGCGACTGGCTCTGTCTGACATCTGACGTCGCATTAAATGCAATATAGCCGTTGATA
TAGCCGTTACTGCTGACCGTTGCATCTTCAGCTGTTGATCTACAGGGGCGGACCGTCCGCACCAGGAGGGCGGACCCGTCCGCGCTCAGCAGAAAGGCCCA
ACGGCTAGGAAGTGGTTGGTGGCTATAAATACAACCCCAACCACCTCCATTCAATCTATCCAAGCATTCCAACCTTCAACATTCAATACAAGAGCTAGCA
ATCCATTCCAAGACACATTCAAAGCCTCCATCTCTCCAAGTTTCGAAATTGAGATAAGAGATCATTAGTGATTAGTGCGCTTTGTTTTTAAGTGATCCGTG
TGICATTTGTCGCTCITGTTGCTGGCAACGAAATTCAAGCTGAATCATAAGAAACCANNNNNNNNNNNNNNNNRNNNNNNNNNNNNINNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCGTGGATAGATTTCTCGAGATTCTCAGCTTGCATCCGATCCA
GCAAGCTCTCAGTTCCGTTTAGCCCCCCACTAATGACTAAAAGTAGACTGAAAAGTTGAGACGCGCGCACATGCAGCTACGCCGCTACGCTATGGOTGGT
TCACCCACCGGAGCCTGCAACGCGCTCCCTGTGGAGAGAGAAAAGAAGCTCTGCCACCCGTCCACACATTCCTGTGATAGATCGCATTCATGCAGCTGGC
TACTGAATGCGCGTTGTGCTGUGTAGGACACGTATGGCGAGCTAGCCTACAGATAAGCCTGGGGAATGGTTTCATATGCATCCGGCTCGCGCAGGTTTCT
GGCATCCAGCACTCTGCCAGATCTCCATTCCTCTCCAACACATCGCTACTACCCCAGCCACACGTATCCTCTGCTCCTAAGTICCTCCAGGCAACCTICT

Figure S1. The region with a green background represents the 5' UTR of ZmbZIP25 in
Phytozome.
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TGCTGAGGAGGAGGAAGTTCTCGGGCTTGAGGTCGCGGTGGATGACGCCCATGGAGTGGC
AGGTGTGCACGATCTCGACGATGGTGCGGAGCAGCGAGGCGGCGGOGCGCTCGGTGTAGT
GGCCCCTGGCGATGATGCGGTCGAAGAGCTCGCCGCCGGCGCAGAGCTCCATGACGAGGT
GCACGGAGCTTTTGTCCTCGTACGCGCCCTTGAGCTCCACCACGCCCGGCTGGCCGGACA
GGTGGTACATGATCTGTACCTCGCGCCGCACGTCCTCCACGTCCTCCTTGGTGGACAGCT
TCCGCTTGCTGATGGTCTTGCACGCGAACCTGTGCCCCGTGGCCTTGTGCGTGCACAGCG
ACGTGACGCCGAACTGCCCGCGCCCGAGCTCCTTGCCCACGGUCGTAGGTGGCCCTCACGT
CCTCCATGGGCCGGCCCAGCACGGLGGCCGATGGGGGCCGHGGGCCTGGCGGGOGCGLGCG
CCGCGGTCGGCGACACCGAGGCAGGCGAAGCCACGGGGCGUCGACGAGCCGGAGGGGTCCG
GCGGCTGCGGCGGCGCGGGCTCCGCGGACGACGACGACCCCGGGCAGCAGTTGCCCATGT
CGGCGACGGCGAGGGGGGCGACGGAGACGOGGGGGCCTCGOGCGCCGLGGACGCGGACGe
GCAGGCGCGGGCGCAGCGAACCGGGGAGGTGTCCGGGCGAGCOGOGTOGGGGOGCGOGAGGGA
ACCTTTCTCGGACGGGTGGGAGCGCTGGCCATGAAAGGGAAGGCTGGGAGGAAATGGCGG
GAACGTAACGGCTGCTTGCTTTTGCCTTCTGTTGCCTTGTTTATGCTCAACAGAGAAAAA
CAACAGAAGCTTGCGTCCAACTTCTCTATTTTAGCACCAGGCCCATAAATCATAGACACA
GATGGTCTCATAAGTCATAAACAGAGGATCACATAATAGCATTTAGCCCACATTAAAAGG
GCTAAik?AGCAAATTTTTCCCTGCGTCCGTGCACCCACGCCGAGCTTGCCGCTGCGACC
GTGGCCGAGCAGATCACGCACACGACATGCATTGCTTTGTTCGTCTTCAAAACAAACCCA
AAAAAAATGGTTTTGCGGTTTTGCCCGACCAGCCTGGAGCACGGTSE}GCTCAGCCAGAC
AGCCAATAGGACATTCTTGATTCTTGATGTTGTATTGTATTTGTTGAGTTTGTGATCTAA
ATTTTGTTTATAGGACATATTAGCAAGTAAAGCGGAGGCTTGTTATAGGTTTGGGCCGGA
GTATATTGCTGACTCTAATTAGGGTTTCTGTTGCGTCATAATTTTTACTCCTCTTATAAG
CCGTCGTACAAAGACGGCGTTATGTAAACATTTCTACATATAGTGAAGGTTTTCGTAATT
TTTCTCTTTGCATTAAGGACCTGTTTGGTTAGAGGTCTCTCAGGCACTTGCCTGCCAAGT
AAGGAATCCTAGCCCATGTATTCAAAATCTAACGCCTGAGATCTGTGCAACTTTGGCCGG
CTCCAAACTAAATAAGCCTTAAAAGAATTTCTATGTAAATCTATGTATGGTGCTCTGTGG
TTTGTTGTTTGATCTTCCCTGTTTTGTCTGCTAACGGTATCCATCCGTCCATTGATGCTC
CGGCCCTTTCCCAATGTCCTGTGCTGGAATCTTGATAGCTTGGGGCAGTTGAGTTTGGCG
TGTGAAGTGGACGTGGACTTGGCGTTGGATAGATTCTGCAAGCTTTCGTGGATAGATTTC
TCGAGATTCTGAGCTTGCATCCGATCCAGCAAGCTCTCAGTTCCGTTTAGGCCCCCCACA
AATGACTAAAAGTAGACTGAAAAGTTGAGACGCACGCACATGCAGCTACGCCGCTACGCT
ATGGCTGGTTCACCCACCGGAGCCTGCAACGCGCTCCCTGTGGAGAGAGAAAAGAAGCTC
TGCCACCCGTCCACACATTCCTGTGATAGATCGCATTCATGCAGCTGGCTACTGAATGCG
CGTTGTGCTGCGTAGGACACGTATGGCAAGCCTGGGGAATGGTTTCATGTGCTCTGTTCT
ACAATGTACATACATATGCATCCGGCTCGCGCAGGGGCGTGGCR%CGAGTAGTCTGCGAG
ATCTCGATTCGTCTGGAAGACATCGCTACTATCCCATTCCCAGCCACAGGTATGCTGTGC
TGCTAAATTGCTCCAGGCAACCTTGTTTTGAACTCGTTTTTGCTGAACAACTAACTAGCT
GCTTCGATTTTTTGACTGTGCAGTGCCCATTGGGTATTTATCTGCTCCTTTGTGCTGAAG
CTGGAATGTGCAGCTCGATCGGTTAGCGCTACGAGTCCTCGCTGAATCCAGCCAAATGAT
CCCCTTGAGCTTGCCAGTTAGAGCACGGTGAGCCTATTGTACTCTGATCATATCCGGTGA
GCCGATGATTTCTTAGAGCAAGATTAAAATAGCCTCACCCTCACAGCAE%ETTTTATATG
GTTCAGATCTGCAGATCTGTCTGTCTCCCATTCATTCTTCTTTGCTTTTTTITITITTGGA
AGCGCAGCACCTAATATAATGCTGGCCTTCCGTCAGAAGTAACAACAGCTAGCTAAGAGA

+517
AGCACAAGAAAATCTGGTTGGTAGCTTGAGTTCTGACTCCAACTGTGAAGAGTCAGAGATG]

Figure $2. Sequences analysis of the 5'-flanking region of ZmbZIP25, The transcription start
site identified by 5' RACE is represented by a bold red “A” at +1. The translation initiation
codon is boxed in black. Two intron sequences are denoted with a gray background. The
first intron is the region from +67 to +160. The second intron is the region from +285 to +444,

Putative TATA and CAAT boxes in the promoter region are in blue letters.
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