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Figure S1: Correlation analysis of the mean Log2(ratio) values obtained by Real-time RT-PCR and microarray 

analyses. 

Table S1: Differentially expressed transcripts identified by each comparison of transcriptional profiles (Lo5 1 d 

vs. od; Lo5 4 d vs. 0 d; T250 1 d vs. 0 d; T250 4 d vs. 0 d). 

Table S2: Results of Real-time RT-PCR analysis of a set of transcripts differentially expressed in Lo5 and T250 

roots between different days of growth without N. 

Table S3: Transcripts specifically modulated in Lo5 and T250 lines at 1 and 4 d. 

Table S4: Sequence of forward and reverse primers used in Real-time RT-PCR experiments. 

 


