Supplementary Materials:

Table S1. Correlation between transporter abundance. The Pearson correlation coefficient (R) and the p
value of the correlation are shown.
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! the values reported in Italic show a negative correlation between transporters expression
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Table S2. Overview of used proteospecific peptides and the respective MS parameters.

Q3.1 Q3.2 Q3.3-
Protein Peptide Q1 Q3.1 Q3.2 Q3.3 DP | EP | CXP

P-gp
TATEAIENFR 582.4 749.4 30 565.2 28 678.4 28 70 10 13
IATEAIENFR* 587.4 759.4 30 575.3 28 688.4 28 70 10 13
MRP1
MRP2 LTIIPQDPILFSGSLR 885.4 665.3 36 989.3 51 721.7 36 110 10 13
LTIIPQDPILFSGSLR* 890.4 670.2 36 999.3 51 726.8 36 110 10 13
MRP3
HIFDHVIGPEGVLAGK 563.9 749.5 27 650.4 29 513.4 37 151 10 13
HIFDHVIGPEGVLAGK* 566.2 749.4 27 650.4 29 513.4 37 151 10 13
MRP4
BCRP
VIQELGLDK 507.3 802.5 20 674.5 23 545.5 30 120 10 13
VIQELGLDK* 511.3 810.6 20 682.5 23 553.5 30 120 10 13
MATEL QEEPLPEHPQDGAK 525.7 594.9 21 615.4 31 650.6 24 140 10 13
QEEPLPEHPQDGAK* 528.1 599.0 21 623.4 31 654.5 24 140 10 13
Na/K-
ATPase

OAT1




OAT2

OAT3

OCT2

OCT3

PEPT1 GNEVQIK 394.3 616.4 15 487.3 15 388.1 15 60 10 13

GNEVQIK* 398.0 624.4 15 495.3 15 396.2 15 60 10 13

PEPT2

ORCTL2

Peptides highlighted in grey were used for quantification; peptides without accentuation serves as
qualifier (CE, collision energy; DP, declustering potential; EP, entrance potential; CXP, collision cell exit
potential; Q, quadrupole). .



Transporter mMRNA expression

Transporter mMRNA expression
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Figure S1. Expression of mRNA for OCT2 (a), MATEL (b), OAT1 (c), and OAT2 (d) in samples from
kidney cortices of male and female patients in dependence from the age in years at the time of surgery.
These figures show the mRNA content of these transporters expressed in comparison to the mRNA
GAPDH expression as 2 ¢t measured by real-time PCR analysis. No significant difference of mRNA
expression in samples from male and female patients was detected (not shown). Therefore, both genders
were represented together. The linear regression line (solid lines) with the 95% confidence interval
(dashed lines) together with the coefficient of regression (R?) and the P value of the test whether the slope
of the regression lines is statistical significantly different from zero are shown. No significant linear
relationship between transporter mRNA expression and age was detected.



