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Figure S1. Insulin tolerance tests in (a), (c) male and (b), (d) female mice. Measurements were performed after 
(a), (b) 18 weeks or (c), (d) 28 weeks from the beginning of the high-fat diet regimen. N ≥ 7 for each condition; 
mean values ± SEM. 
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Table S1. Tissue levels of Pt, Pt-sulfate (PtS) and Pt-glucuronide (PtGluc) after chronic administration of Pt at 
three different dosages. N = 4, mean values ± SEM. 

Tissue Dosage 
(µmol/kg/day) 

Pt (nmol/g) PtS (nmol/g) PtGluc (nmol/g) 

SM 88 0.68 ± 0.14 0 0 
 176 0.59 ± 0.05 0.34 ± 0.34 0.77 ± 0.77 
 352 1.03 ± 0.17 0.47 ± 0.36 1.71 ± 0.54 

Bl 88 0.11 ± 0.06 0.25 ± 0.09 0.25 ± 0.08 
 176 0 0.36 ± 0.07 0.51 ± 0.19 
 352 0 0.57 ± 0.09 1.06 ± 0.25 

L 88 0.48 ± 0.08 1.81 ± 0.32 4.31 ± 0.79 
 176 0.77 ± 0.12 2.82 ± 0.59 9.58 ± 2.48 
 352 1.15 ± 0.22 4.87 ± 1.71 17.47 ± 11.81 

Br 88 0.37 ± 0.37 0 0 
 176 0 0 0 
 352 0.56 ± 0.38 0 0 

K 88 0.51 ± 0.30 1.73 ± 0.55 1.46 ± 0.33 
 176 0.05 ± 0.05 1.87 ± 0.17 1.72 ± 0.21 
 352 0.83 ± 0.28 2.67 ± 0.71 3.58 ± 0.75 

At-ing 88 1.76 ± 0.96 0.43 ± 0.05 0.53 ± 0.20 
 176 1.08 ± 0.25 0.56 ± 0.21 0.75 ± 0.29 
 352 5.29 ± 2.98 0.50 ± 0.08 1.21 ± 0.25 

At-epid 88 2.18 ± 1.21 0 0.14 ± 0.14 
 176 5.62 ± 3.44 0 0 
 352 6.61 ± 4.04 0 0 
     

1 SM = skeletal muscle; Bl = blood; L = liver; Br = brain; K = kidney; AT-ing = inguinal adipose tissue; AT-epid = 
epididymal adipose tissue. 
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Table S2. List and sequences of the primers used for rtPCR analysis. 

Gene Primer 

Cidea 
F: GCCGTGTTAAGGAATCTGCTG 
R: TGCTCTTCTGTATCGCCCAGT 

 

Cited1 F: ATTTATCGGACTTCTGCCCAG 
R: TTGCGATCCTTCACTCCAAG 

Ebf2 F: GGGATTCAAGATACGCTAGGAAG 
R: GGAGGTTGCTTTTCAAAATGGG 

Fgf21 F: CAAATCCTGGGTGTCAAAGC 
R: CATGGGCTTCAGACTGGTAC 

Gapdh F: TGTGTCCGTCGTGGATCTGA 
R: TTGCTGTTGAAGTCGCAGGAG 

Pat2 F: AGCCACCCCTCTCAATCT 
R: TGCCTTTGACCAGATGAACC 

Pgc1α F: AAGAGCGCCGTGTGATTTAC 
R: TCCATTCTCAAGAGCAGCGA 

Pparα F: CCTGAACATCGAGTGTCGAA 
R: ACGGCAGTACTGGCATTTGT 

Pparγ F: GGAAGACCACTCGCATTCCTT 
R: TCGCACTTTGGTATTCTTGGAG 

Prdm16 F: CAGCACGGTGAAGCCATTC 
R: GCGTGCATCCGCTTGTG 

Sirt1 F: GCTGACGACTTCGACGACG 
R: TCGGTCAACAGGAGGTTGTCT 

Tbx1 F: GGCAGGCAGACGAATGTTC 
R: TTGTCATCTACGGGCACAAAG 

Ucp1 F: GGCATTCAGAGGCAAATCAGCT 
R: CAATGAACACTGCCACACCTC 

 

 


