Table S1. Primer sets used for RT-qPCR analysis.

Bank P i
Gene Commo Gen a.n Abbreviation Primer Pair, Sense (5'-3") roduct Size
n Name Accession (bp)
kenks K29\ gorasasaaq  GHSKONKOF 5-GTCTCATTT TCC CCC ACCTTT CCA
TASK-3 1 G3 Las
gHsKCNK9_ R 5-GGG TGG GGT GAG AAA TGT AAG
1 GCA-3
Kenks RS NM_002246.2 HnP3_F 5'-GGT GCT CAT CGG CTT CTT CT-3’
TASK-1 - : et 199
qHnP3_R 5'-GAA GCT GAA GGC CAC GTA CT-3'
Cyclin 5 -TGA AAT AAG GCA CAG ACC CAA
A . 1F
coNAT NM_003914.3  qHsCCNAT_ ACC Ay .
5-ACC AGC CAG TCC ACC AGA ATC GT-
qHsCCNAI1_R 3
CCND1 Cﬁm NM_0530562  qHsCCNDI_F  5-GCT CCT GTG CTG CGA AGT GGA A-3’
126
5 -TTT GAA GTA GGA CAC CGA GGG CG-
qHsCCND1_R >
coner 99N 012382 QHECCNELF -AAG GTT TCA GGG TAT CAG TGG TGC
E1 G3 191
gHsCCNEI_R  5-GGC TTT CTT TGC TCG GGC TTT G-3'
CDK4  CDK4 NM_000075.3 qHsCDK4_F Y-TCGTGA GCT GG; TTT ACT GAG GCG- 194
gHsCDK4 R 5-TCC TTG ATC GTT TCG GCT GGC A-3
b EN 1 gfpll NM_001291549.1 qHSCDFKNlA 5-TGT CCG TCA GAA CCC ATG C-3
= 139
qHSCDIleA 5-AAA GTC GAA GTT CCA TCG CTC-3'
b gN ! 11212; NM_004064.4 qHSCDFKNlB- 5-GGG TCT GTG TCT TTT GGC TCC GA-3'
94
qHSCDRKNlB- 5'-CCG CCT CTC TCG CAC TCT CAA A-3'
RPL19  L19 NM_000981 qHsRPL19_F 5'-CAT CCG CAA GCC TGT GAC G-3' 5
gHsRPL19 R 5-TGT GAC CTT CTC TGG CAT TCG-3'

K2P, two-pore domain potassium channels; TASK-1 and TASK-3, TWIK-related acid-sensitive K+
channels 1 and 3; DRAM1, CCNA1, CCND1 and CCNEL1, Cyclins Al, D1, and E1; CDK4, Cyclin-
Dependent Kinase 4; CDKN1A and CDKN1B, Cyclin-Dependent Kinase Inhibitors 1A and 1B; RPL19,
ribosomal protein L19.
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Cell cycle phase

Figure S1. Quantutation of cell cyclen phases by propidium iodide staining in MKN-45 cells. (A)
Histograms. Representing distributions of fluorescence intensity among wild type (WT) MKN-45 cells
or the same cells. Transduced with an shRNA against GFP (shGFP) or Task-3 (shBP9) after staining
with propidium iodide. (B)Percentage of cells in G1, S and G2/M cell cycle phases based on
percentages obtained in A. Error bars correspond. To the mean + SME of three independent
experiments. Cell cyle phases were evaluated by two-way ANOVA test with a p < 0.05 ns = no
significant difference.



