
Supplementary Figure 1 Schematics and predicted structures of RanBPM and the C-
terminal CRA domain mutants of RanBPM. A. Schematics of RanBPM with the domain
indicated and predicted stucture shown above. B. Schematics of the RanBPM mutants
subcloned in the pGEX-4T-1 vector with the predicted sructure shown above.
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Supplementary Figure 2. The CRA domain of RanBPM interacts directly with ∆N-c-Raf. GST pull-
down assays were performed using GST, GST-C4, GST-C1, GST-C1-1 and GST-C1-2 (A); GST-C4A,
GST-C4B, GST-C4C, and GST-C4D (B); and GST-C4-Q703L/T705L, and GST-C4-R625L/E626L
(C) E. coli extracts as well as ΔN-c-Raf E. coli extracts. Pull-downs were analyzed by Western blot
with C-Raf and GST antibodies to detect ΔN-c-Raf and GST-fusion proteins, respectively. D. Analysis
of RanBPM C4C mutant in mammalian cells. HeLa RanBPM shRNA cells were transfected with
pEBG-GST-ΔN-c-Raf and either pCMV-HA RanBPM, RanBPM-ΔC4, or RanBPM-∆C4C, and whole
cell extracts were prepared 24 h post-transfection and analyzed by Western blot. HA, c-Raf and β-
actin antibodies were used to detect HA-RanBPM constructs, ∆N-c-Raf and β-actin proteins,
respectively.
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Supplementary Figure 3. Western Blot analysis of WT HEK293 or RMND5 KO clonal
derivatives. Blots were hybridized as indicated in the figure and materials and methods.
Same extracts were analyzed on two separate blots as shown. Quantification of band
intestity normalized to Actin (a-Raf, b-Raf) or vinculin (c-Raf) is shown below.
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Supplementary Figure 4








