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Table S1. Real-time qRT-PCR verification result of the microphthalmia family (MiT family) genes (MITF, TFE3, TFEB and TFEC), lysosomal marker genes
and those encoding factors that control the lysosomal biogenesis process (LAMPI, MCOLNI, MTORCI, PPP3CA and PPP3CB), and genes encoding lysosomal
enzymes (ASAH, GLA, GM2A4, HPSE, HYAL4, PSAP, SMPDI and SPHK]I) in skin specimens. The relative mRNA expression levels were determined against
GAPDH (glyceraldehyde-3-phosphate dehydrogenase) mRNA level, and were calculated with 222" relative quantification and comparing between each group:
(A) comparison between PP vs. NN, (B) PN vs. NN, and (C) comparison between PP vs. PN. Blue series — gene down-regulated (fold change, FC < 0.7); gray
series — gene non-regulated (1.3 > FC > 0.7); red series — gene up-regulated (FC > 1.3). PP — psoriatic plaque, PN — psoriatic normal, NN — non-psoriatic normal,
with n = 11 (psoriasis patients with numbers from 8 to 18) for PP/PN, and n = 11 (healthy individuals as a control with numbers from 5 to 15) for NN. Each
experiment of real-time qRT-PCR analysis was repeated at least three times (technical repetition).
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Figure S1. Percentage distribution of the expression of the microphthalmia family (MiT family) genes (MITF, TFE3, TFEB and TFEC), lysosomal marker genes and those
encoding factors that control the lysosomal biogenesis process (LAMP1, MCOLN1, MTORC1, PPP3CA and PPP3(CB), and genes encoding lysosomal enzymes (ASAH, GLA, GM2A,
HPSE, HYAL4, PSAP, SMPD1 and SPHK1) in skin specimens. Comparisons between PP vs. NN (right column), PN vs. NN (middle column), PP vs. PN groups (left column). Blue
series — gene down-regulated (fold change, FC < 0.7); gray series — gene non-regulated (1.3 > FC > 0.7); red series — gene up-regulated (FC > 1.3). PP — psoriatic plaque, PN —
psoriatic normal, NN — non-psoriatic normal, with n = 11 (psoriasis patients with numbers from 8 to 18) for PP/PN, and n = 11 (healthy individuals as a control with numbers
from 5 to 15) for NN. Each experiment of real-time gRT-PCR analysis was repeated at least three times (technical repetition).
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