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Table Legends 

Table S1. 677 Tissue-specific genes 

Table S2. KEGG pathway in EnrichR (GSEA) (p < 0.05) 

Table S3. Top 100 DisGeNet Diseases in EnrichR (GSEA) 

Table S4. Replication of obesity-associated methylation markers newly identified in the current 

study 

Table S5. 449 Tissue-Specific Genes affected by proximal promoter methylation 

Table S6. Sample information (Number of mapped reads) 

Table S7. Characteristics of 52 subjects for sequencing data 

Table S8. General characteristics of the subjects for analysis on obesity-related differentially 

methylated CpGs (* BMI > 30 kg/m2, † BMI > 27 kg/m2) 


