Figure S1. Overview of RNA-Seq mapping in channel catfish (Ictalurus punctatus).
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Figure S2. Analysis of network topology for different soft thresholding powers in channel catfish (Ictalurus

punctatus). In the left diagram, y-axis is the scale-free fit index as a function of the soft-thresholding power (x-

axis). The right diagram shows the mean connectivity (degree, y-axis) as a function of the soft-thresholding

power (x-axis).
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