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Figure S1. Climatic regions of Turkey and Brachypodium sampling sites. (A) K&ppen classifications
of Turkey into climatic regions. Region 1 is sub-divided into 1a, 1b and 1c to reflect the impact of the
Armenian highlands mountain range; (B) Brachypodium sampling sites chosen to reflect the climate
classifications shown in (A).
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Figure S2. Principal component analyses (PCA) of 5,792 unlinked SNPs at synonymous positions
linked to 111 Brachypodium accessions consisting of accessions collected as part of this current study
and the “T*” (Turkish), “S*” (Spanish) and the EDF* (Extremely Delayed Flowering Phenotypes)
previously defined by Gordon et al. 2017 [10]. The ellipses define 95% confidence intervals for each
group and relate to our definition of coastal (yellow) and central (purple) subpopulations. Arnl and

Mon3 represent two Spanish admixed accessions.
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Figure S3. Ancestry coefficient assessment of TESS3 analysis indicated that variation was best
explained by two (K) groups.
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Figure S4. Exemplar RGB image analysis of Brachypodium accessions in the National Plant
Phenomics Centre.
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Figure S5. Phenotypic variation in the Turkish collection of Brachypodium. Brachypodium accessions

(n = 8 plants) were vernalised for six weeks at 4 °C before being transferred to 22 °C and either

maintained with full watering (n = 4 plants; white bars) or at 15% soil water content (1 = 4 plants,

black bars). At 12 d the plants were imaged at the National Plant Phenomics Centre, Aberystwyth,

UK, where (A) height and (B) side area were derived; (C) yellow pixels were extracted from the

images of plants. Pixel data are presented as % of the total pixel count for the whole plant. The purple

and yellow horizontal bars on (A), (B) and (C) indicate data from accessions sampled from central

(1a, 1c) and coastal (2, 3, 4) subpopulations, respectively.
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Figure S6. Climate niche overlap metrics for Brachypodium subpopulations in Turkey. Arrows
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represent the calculated niche overlap values for the two Brachypodium subpopulations as identified
by our multi-omic analysis for two climate niche overlap metrics (A) “Schoener’s D” and (B) “I1”.
Columns represent the niche overlap values from 100 pseudoreplications from the ENM tools Identity
test where all samples were pooled, and their population identities randomised. The niche overlap
values calculated from our identified subpopulations were far outside the range of values from the
pseudo-replications from pooled samples for both niche overlap metrics (A) “Schoener’s D” and (B)
“1”. Thus, the climate niches of the two subpopulations are more different than expected by chance (p
=0.01).



