Supplementary Table 1. Characteristics of primers used in RT-qPCR according to MIQE guidelines.
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Supplementary Figure 1. PCR products obtained from hepatic RNA by RT-PCR. Apoal-deficient mice do not express Apoal and Apoe-deficient mice do not express
Apoe. Lane 1, Apoal-deficient mice; lane 2, Apoe-deficient mice and lane 3, negative control, no cDNA input. M, DNA ladder. PCR products were run into a 2%
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agarose gel and stained with ethidium bromide.
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