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Supplementary Figure S1. HR-LC chromatogram analysis of CJAP plasma-

modified QQPFP and PQPQLPY identified by Orbitrap HR-LC-MS/MS at 

treatment times of 0 min, 5 min, 10 min, 30 min and 60 min, respectively. (A) 

QQPFP, (B) PQPQLPY. The black arrow indicates CJAP plasma-modified products of 

two celiac-toxic peptides. 



 

Supplementary Figure S2. Two model peptides QQPFP and PQPQLPY modified 

by CJAP plasma. Supplementary Figure S1. Two model peptides QQPFP and 

PQPQLPY modified by CJAP plasma. (A) The changes in the HR-LC-MS/MS peak 

area of QQPFP and PQPQLPY with the different treatment time. (B) The changes in 

the HR-LC-MS/MS peak area of products P1~P4 from QQPFP with the different 

treatment time. (C) The changes in the HR-LC-MS/MS peak area of products P5~P7 

from PQPQLPY with different treatment time. 



 

Supplementary Figure S3. Extract ion chromatograms (EIC) selected for certain 

fragmentation ions were utilized to certify the intensity changes of P3 (A), P4 (B) 

and P5 (C). 



 

Supplementary Figure S4. SDS–PAGE analysis of the gliadins in wheat with 

different CJAP plasma treatment times. M: Protein molar mass standard, lane 1: 0 

min treatment, lane 2: 5 min treatment, lane 3: 10 min treatment, lane 4: 30 min 

treatment and lane 5: 60 min treatment. 


