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Figure S1. The MALDI-TOF MS of IRcc (a), IRpc (b), FRcc (c), FRpc (d), LRcc (e), LRyc (f) and LRa (g).
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Figure S2. The HPLC spectra of IRcc (a), IRpc (b), FRac (¢), FRpc (d), LRcc (e), LRpc (f) and LRa (g).
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Figure S3. The helical wheel projections of LRcc (a), LRpc (b) and LRa (c). The blue represents
positively charged residues. The yellow represents hydrophobicity residues. The gray and green
represent glycine and proline, respectively.
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Figure S4. Cytotoxicity of the designed peptides against HEK293T cells.



