
 
Figure S1. Nucleotide and amino acid sequences of RfARSB-0311. The predicted signal peptide is 
underlined in black. The regions between the two “‖” and two “∣” indicate the core functional 
domains (Pfam), namely, sulfatase and phosphodiesterase, respectively. The transmembrane region 
is highlighted with a red underline. Putative N-linked and O-linked glycosylation sites are labeled 
with “ ” and “ ”, respectively. The most highly conserved cysteine residues are circled in red. 



 
Figure S2. Nucleotide and amino acid sequences of RfARSB-11581. The predicted signal peptide is 
underlined in black. The regions between the two “‖” and two “∣” indicate the core functional 
domains (Pfam), namely, sulfatase and phosphodiesterase, respectively. Putative N-linked and 
O-linked glycosylation sites are labeled with “ ” and “ ”, respectively. The most highly conserved 
cysteine residues are circled in red. 



 
Figure S3. Nucleotide and amino acid sequences of RfARSB-14322. The predicted signal peptide is 
underlined in black. The region between the two “‖” indicates the core functional domain (Pfam), 
namely, sulfatase. Putative N-linked and O-linked glycosylation sites are labeled with “ ” and “ ”, 
respectively. The most highly conserved cysteine residues are circled in red. 

  



Table S1. Primers used in this study. 

Name Sequence (5’–3’) 
Primers for normal PCR 

RfARSB-0311-F ACTCCCCAGGGTTCAGGCTCCAA 
RfARSB-0311-R GACCCGTGCGAAACCGTCAATCT 
RfARSB-11581-F TCCGTCGCATTCATCTGGAGCCC 
RfARSB-11581-R ACAGGTGGCGTCGGCACAGTCTA 
RfARSB-14322-F TTCAACCTAAACGCCGCCTCC 
RfARSB-14322-R ACGGACAGGTTGCGTCTCATA 

Primers for RACE PCR 
RfARSB-0311-3’ outer  GATTACGCCAAGCTTTCGCTGAACATCCGAAGATAGCCGCCA 
RfARSB-0311-3’ inner  GCCTAGCCGTGGTCGTCATAGTTCTG 
RfARSB-11581-3’ outer  TTAGGAGAATGAAACGGGCTTTAGTC 
RfARSB-11581-3’ inner  GGTAGACTGTGCCGACGCCACCTGTA 

Primers for complete length 
RfARSB-0311 QC-F TAGTGAATAATAGTGTAAAGTGA 
RfARSB-0311 QC-R AGCAGTGGTATTAACGCAGAGTA 
RfARSB-11581 QC-F GGTTTTTGCATTGACCGTTCT 
RfARSB-11581 QC-R TAGGGCAAGCAGTGGTATCAA 

Primers for RT-qPCR 
RfARSB-0311-RT-5’ GATAGAAGCGTGGGTGCTGT 
RfARSB-0311-RT-3’ TGGTTGGCGTGGATACCTTC 
RfARSB-11581-RT-5’ ACAGTAGATGGAACGAGACACCG 
RfARSB-11581-RT-3’ CCAGCCTCATCAAACACTGCTTG 
RfARSB-14322-RT-5’ CATTCTGGCAACCCTTACAACCC 
RfARSB-14322-RT-3’ CTTCCCCGACAGACTGATCCAAT 

GAPDH-5’ CCAAGGGAGCCAAGCAATT 
GAPDH-3’ CGCTGATGCCCCTATGTATGT 

Primers for dsRNA synthesis 
RfARSB-0311-ds-F TAATACGACTCACTATAGGGGGATAAGACCAAGAAGCCCC 
RfARSB-0311-ds-R TAATACGACTCACTATAGGGCGCTCATATTTCGACGCATA 
RfARSB-11581-ds-F TAATACGACTCACTATAGGGCAAGAAATGCCGGATTAAGG 
RfARSB-11581-ds-R TAATACGACTCACTATAGGGTACCCATGGCGACCAAGTAT 
RfARSB-14322-ds-F TAATACGACTCACTATAGGGAGGGGCAGGACTAGTTTGGT 
RfARSB-14322-ds-R TAATACGACTCACTATAGGGACACGGCTTCTCGATAGCAT 

 


