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Figure 1. Binding of synthetic peptide containing the N-GLIAGERSYPYDVPDYAG (experimental)
sequence or the peptide N-GLAAAARSYPYDVPDYAG (control). Quantification was using Image J.
Results are the mean of at least 4 determinations. (A) Binding to the peptides of the dot blot numbers
1-33 beginning at amino acid 501. Each spot on the array contains a peptide of 15 amino acids in
length. The adjacent peptide is shifted by 3 amino acids towards the C-terminal. Experimental, filled
bars, Control, hatched bar. Sequences of the peptide array which bound to the probe are indicated.
(B,C) as in A but with dot blot numbers 34-66 and 67-101 respectively.



1
o
n

210
L 0
1.5 10" |
n
+ L5 |
>
-
= s
£ 110" ] &
£ 5
- )
L -1.5
5000 -
LD
0 L .25

0 20 40 60 80 100

Figure 2. Binding of synthetic peptides (as in Figure S1) in comparison with hydropathy. Hydropathy
was determined using the ExPASy Protein server, Kyte and Doolittle analysis with a window size of

15.



