
* 

* 

estExt_Genewise1Plus.C_120140
Trebouxiophyceae; Coccomyxaceae; Coccomyxa subellipsoidea 

1 2 3 4 5 6 7

estExt_Genewise1Plus.C_240023
Trebouxiophyceae; Coccomyxaceae; Coccomyxa subellipsoidea 

1 2 3 4 5 6 7

* 

estExt_Genewise1.C_60118
Trebouxiophyceae; Coccomyxaceae; Coccomyxa subellipsoidea 

1 2 3 4 5 6 7

* 

Vocar.0001s1591
Chlorophyceae; Chlamydomonadales; Volvocaceae; Volvox carteri 

1 2 3 4 5 6 7 8

CHLREDRAFT_133971 (GLN1)
Chlorophyceae; Chlamydomonadales; Chlamydomonadaceae; Chlamydomonas reinhardtii 

1 2 3 4 5 6 7

* 

CMI233C
Bangiophyceae; Cyanidiales; Cyanidiaceae; Cyanidioschyzon merolae strain 10D 

1

* 

95 

* 

SELMODRAFT_184683
Lycopodiopsida; Selaginellales; Selaginellaceae; Selaginella moellendorffii 

1 2 3 4 5 6 7 8 9 10 11 12 13

SELMODRAFT_82032
Lycopodiopsida; Selaginellales; Selaginellaceae; Selaginella moellendorffii 

1 2 3 4 5 6 7 8 9 10 11 12

95 

* 

SELMODRAFT_270944
Lycopodiopsida; Selaginellales; Selaginellaceae; Selaginella moellendorffii 

1 2 3 4 5 6 7 8 9 10 11 12 13 14

SELMODRAFT_151817
Lycopodiopsida; Selaginellales; Selaginellaceae; Selaginella moellendorffii 

1 2 3 4 5 6 7 8 9 10 11 12 13 14

* 

* 

PP1S19_281V6
Bryopsida; Funariales; Funariaceae; Physcomitrella patens 

1 2 3

PP1S19_279V6
Bryopsida; Funariales; Funariaceae; Physcomitrella patens 

1 2 3

* 

PP1S345_24V6
Bryopsida; Funariales; Funariaceae; Physcomitrella patens 

1 2 3

PP1S345_10V6
Bryopsida; Funariales; Funariaceae; Physcomitrella patens 

1 2 3

88 

Spipo16G0030600
Liliopsida; Alismatales; Araceae; Spirodela polyrhiza 

1 2 3 4 5 6 7 8 9 10 11 12 13

69 

* 

* 

BRADI3G59970
Liliopsida; Poales; Poaceae; Brachypodium distachyon 

1 2 3 4 5 6 7 8 9 10 11

MLOC_11890
Liliopsida; Poales; Poaceae; Hordeum vulgare subsp. vulgare 

1 2 3 4 5 6 7 8 9 10

99 

OS02G0735200 (GLN1-1)
Liliopsida; Poales; Poaceae; Oryza sativa Japonica Group 

1 2 3 4 5 6 7 8 9 10 11

* 

Si017628m.g
Liliopsida; Poales; Poaceae; Setaria italica 

1 2 3 4 5 6 7 8 9 10

* 

SORBI_004G247000
Liliopsida; Poales; Poaceae; Sorghum bicolor 

1 2 3 4 5 6 7 8 9 10

* 

Zm00001d017958
Liliopsida; Poales; Poaceae; Zea mays 

1 2 3 4 5 6 7 8 9 10

Zm00001d051804
Liliopsida; Poales; Poaceae; Zea mays 

1 2 3 4 5 6 7 8 9 10

32 

* 

94 

OS03G0223400 (GLN1-2)
Liliopsida; Poales; Poaceae; Oryza sativa Japonica Group 

1 2 3 4 5 6 7 8 9 10 11

BRADI1G69530
Liliopsida; Poales; Poaceae; Brachypodium distachyon 

1 2 3 4 5 6 7 8 9 10 11

* 

Si036352m.g
Liliopsida; Poales; Poaceae; Setaria italica 

1 2 3 4 5 6 7 8 9 10 11

* 

SORBI_001G451500
Liliopsida; Poales; Poaceae; Sorghum bicolor 

1 2 3 4 5 6 7 8 9 10 11

* 

Zm00001d028260
Liliopsida; Poales; Poaceae; Zea mays 

1 2 3 4 5 6 7 8 9 10

Zm00001d048050
Liliopsida; Poales; Poaceae; Zea mays 

1 2 3 4 5 6 7 8

25 

* 

98 

OS03G0712800 (GLN1-3)
Liliopsida; Poales; Poaceae; Oryza sativa Japonica Group 

1 2 3 4 5 6 7 8 9 10 11 12 13

BRADI1G11450
Liliopsida; Poales; Poaceae; Brachypodium distachyon 

1 2 3 4 5 6 7 8 9 10 11 12 13

* 

Si036280m.g
Liliopsida; Poales; Poaceae; Setaria italica 

1 2 3 4 5 6 7 8 9 10 11 12 13

* 

Zm00001d033747
Liliopsida; Poales; Poaceae; Zea mays 

1 2 3 4 5 6 7 8 9 10 11 12 13

SORBI_001G116400
Liliopsida; Poales; Poaceae; Sorghum bicolor 

1 2 3 4 5 6 7 8 9 10

85 

96 

Spipo15G0035800
Liliopsida; Alismatales; Araceae; Spirodela polyrhiza 

1 2 3 4 5 6 7 8 9 10 11 12 13

Spipo20G0014900
Liliopsida; Alismatales; Araceae; Spirodela polyrhiza 

1 2 3 4 5 6 7 8 9 10 11 12

* 

Aco013424
Liliopsida; Poales; Bromeliaceae; Ananas comosus 

1 2 3 4 5 6 7 8 9 10 11 12 13

97 

Aco018423
Liliopsida; Poales; Bromeliaceae; Ananas comosus 

1 2 3 4 5 6 7 8 9 10 11 12 13

85 

Aco014656
Liliopsida; Poales; Bromeliaceae; Ananas comosus 

1 2 3 4 5 6 7 8 9 10 11 12 13

91 

Aco002967
Liliopsida; Poales; Bromeliaceae; Ananas comosus 

1 2 3 4 5 6 7 8 9 10 11 12 13

94 

* 

GSMUA_Achr1G22290_001
Liliopsida; Zingiberales; Musaceae; Musa acuminata subsp. malaccensis 

1 2 3 4 5 6 7 8 9 10 11 12 13

GSMUA_Achr8G30880_001
Liliopsida; Zingiberales; Musaceae; Musa acuminata subsp. malaccensis 

1 2 3 4 5 6 7 8 9 10 11 12 13

95 

* 

GSMUA_Achr3G07420_001
Liliopsida; Zingiberales; Musaceae; Musa acuminata subsp. malaccensis 

1 2 3 4 5 6 7 8 9 10 11 12 13

* 

GSMUA_AchrUn_randomG01460_001
Liliopsida; Zingiberales; Musaceae; Musa acuminata subsp. malaccensis 

1 2 3 4 5 6 7 8 9 10 11 12 13

GSMUA_Achr3G20250_001
Liliopsida; Zingiberales; Musaceae; Musa acuminata subsp. malaccensis 

1 2 3 4 5 6 7 8 9 10 11 12 13

91 

46 

44 

90 

AMTR_s00060p00109730
Amborellales; Amborellaceae; Amborella trichopoda 

1 2 3 4 5 6 7 8 9 10 11 12 13

AMTR_s00060p00116070
Amborellales; Amborellaceae; Amborella trichopoda 

1 2 3 4 5 6 7 8 9 10 11 12 13

* 

Zosma27g01430
Liliopsida; Alismatales; Zosteraceae; Zostera marina 

1 2 3 4 5 6 7 8 9 10 11

* 

Zosma14g01340
Liliopsida; Alismatales; Zosteraceae; Zostera marina 

1 2 3 4 5 6 7 8 9 10

Zosma32g00910
Liliopsida; Alismatales; Zosteraceae; Zostera marina 

1 2 3 4 5 6 7 8 9 10

96 

AMTR_s00006p00241880
Amborellales; Amborellaceae; Amborella trichopoda 

1 2 3 4 5 6 7 8 9 10 11 12 13

92 

99 

Zosma162g00520
Liliopsida; Alismatales; Zosteraceae; Zostera marina 

1 2 3 4 5 6 7 8 9 10 11 12 13

* 

Zosma145g00130
Liliopsida; Alismatales; Zosteraceae; Zostera marina 

1 2 3 4 5 6 7 8 9 10 11

99 

Zosma11g01210
Liliopsida; Alismatales; Zosteraceae; Zostera marina 

1 2 3 4 5 6 7 8 9 10

Zosma33g01360
Liliopsida; Alismatales; Zosteraceae; Zostera marina 

1 2 3 4 5 6 7 8 9 10 11

71 

VIT_01s0011g02200
Vitales; Vitaceae; Vitis vinifera 

1 2 3 4 5 6 7 8 9 10 11 12 13

98 

* 

GSMUA_Achr1G15140_001
Liliopsida; Zingiberales; Musaceae; Musa acuminata subsp. malaccensis 

1 2 3 4 5 6 7 8 9 10 11 12 13

Aco009254
Liliopsida; Poales; Bromeliaceae; Ananas comosus 

1 2 3 4 5 6 7 8 9 10 11 12 13

97 

59 

67 

evm.TU.supercontig_298.1
Brassicales; Caricaceae; Carica papaya 

1 2 3 4 5 6 7 8 9 10 11 12

orange1.1g018391m.g
Sapindales; Rutaceae; Citrus sinensis 

1 2 3 4 5 6 7 8 9 10 11 12

* 

BVRB_9g203080
Caryophyllales; Chenopodiaceae; Beta vulgaris subsp. vulgaris 

1 2 3 4 5 6 7 8 9 10 11 12 13

AHYPO_020283
Caryophyllales; Amaranthaceae; Amaranthus hypochondriacus 

1 2 3 4 5 6 7 8 9 10 11 12 13

60 

93 

Cucsa.128340
Cucurbitales; Cucurbitaceae; Cucumis sativus 

1 2 3 4 5 6 7 8 9 10 11 12 13

* 

PRUPE_ppa007771mg
Rosales; Rosaceae; Prunus persica 

1 2 3 4 5 6 7 8 9 10 11 12

gene00821-v1.0-hybrid
Rosales; Rosaceae; Fragaria vesca 

1 2 3 4 5 6 7 8 9 10 11 12

67 

TCM_007743
Malvales; Malvaceae; Theobroma cacao 

1 2 3 4 5 6 7 8 9 10 11 12 13

93 

29675.t000005
Malpighiales; Euphorbiaceae; Ricinus communis 

1 2 3 4 5 6 7 8 9 10 11 12 13

* 

POPTR_0799s00200
Malpighiales; Salicaceae; Populus trichocarpa 

1 2 3 4 5 6 7 8

* 

SapurV1A.0404s0150
Malpighiales; Salicaceae; Salix purpurea 

1 2 3 4 5 6 7 8 9 10 11 12 13

POPTR_0005s09610 (POPTRDRAFT_819912)
Malpighiales; Salicaceae; Populus trichocarpa 

1 2 3 4 5 6 7 8 9 10 11 12 13

37 

* 

Spipo3G0057500
Liliopsida; Alismatales; Araceae; Spirodela polyrhiza 

1 2 3 4 5 6 7 8 9 10 11 12 13

97 

* 

99 

SORBI_006G249400
Liliopsida; Poales; Poaceae; Sorghum bicolor 

1 2 3 4 5 6 7 8 9 10 11 12 13

Si022118m.g
Liliopsida; Poales; Poaceae; Setaria italica 

1 2 3 4 5 6 7 8 9 10 11 12 13

* 

OS04G0659100 (GLN2)
Liliopsida; Poales; Poaceae; Oryza sativa Japonica Group 

1 2 3 4 5 6 7 8 9 10 11 12 13

BRADI5G24550
Liliopsida; Poales; Poaceae; Brachypodium distachyon 

1 2 3 4 5 6 7 8 9 10 11 12 13

97 

99 

Aco029528
Liliopsida; Poales; Bromeliaceae; Ananas comosus 

1 2 3 4 5 6 7 8 9 10 11 12 13

* 

GSMUA_Achr3G09120_001
Liliopsida; Zingiberales; Musaceae; Musa acuminata subsp. malaccensis 

1 2 3 4 5 6 7 8 9 10 11 12 13

GSMUA_Achr9G17480_001
Liliopsida; Zingiberales; Musaceae; Musa acuminata subsp. malaccensis 

1 2 3 4 5 6 7 8 9 10 11 12 13

99 

AMTR_s00025p00120730
Amborellales; Amborellaceae; Amborella trichopoda 

1 2 3 4 5 6 7 8 9 10 11 12 13

* 

VIT_07s0104g00610
Vitales; Vitaceae; Vitis vinifera 

1 2 3 4 5 6 7 8 9 10 11 12 13

99 

75 

TCM_020479
Malvales; Malvaceae; Theobroma cacao 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16

66 

72 

Cucsa.253880
Cucurbitales; Cucurbitaceae; Cucumis sativus 

1 2 3 4 5 6 7 8 9 10 11 12 13

VIT_05s0020g02480
Vitales; Vitaceae; Vitis vinifera 

1 2 3 4 5 6 7 8 9 10 11 12 13

85 

98 

29726.t000033
Malpighiales; Euphorbiaceae; Ricinus communis 

1 2 3 4 5 6 7 8 9 10 11 12 13

* 

POPTR_0010s03010 (POPTRDRAFT_725763)
Malpighiales; Salicaceae; Populus trichocarpa 

1 2 3 4 5 6 7 8 9 10 11 12 13

* 

SapurV1A.0022s0010
Malpighiales; Salicaceae; Salix purpurea 

1 2 3 4 5 6 7 8 9 10 11 12 13

POPTR_0008s20460 (POPTRDRAFT_820914)
Malpighiales; Salicaceae; Populus trichocarpa 

1 2 3 4 5 6 7 8 9 10 11 12 13

86 

orange1.1g013478m.g
Sapindales; Rutaceae; Citrus sinensis 

1 2 3 4 5 6 7 8 9 10 11 12 13

* 

* 

AT5G35630 (GLN2)
Brassicales; Brassicaceae; Arabidopsis thaliana 

1 2 3 4 5 6 7 8 9 10

Cagra.4195s0004
Brassicales; Brassicaceae; Capsella grandiflora 

1 2 3 4 5 6 7 8 9 10

* 

Bra035392
Brassicales; Brassicaceae; Brassica rapa subsp. pekinensis 

1 2 3 4 5 6 7 8 9 10 11

Bra035529
Brassicales; Brassicaceae; Brassica rapa subsp. pekinensis 

1 2 3 4 5 6 7 8 9 10 11

71 

* 

gene06119-v1.0-hybrid
Rosales; Rosaceae; Fragaria vesca 

1 2 3 4 5 6 7 8 9 10 11 12 13

PRUPE_ppa006025mg (GS2)
Rosales; Rosaceae; Prunus persica 

1 2 3 4 5 6 7 8 9 10 11 12 13

89 

96 

* 

BVRB_001510
Caryophyllales; Chenopodiaceae; Beta vulgaris subsp. vulgaris 

1 2 3 4 5 6 7 8 9 10 11 12 13

AHYPO_000831
Caryophyllales; Amaranthaceae; Amaranthus hypochondriacus 

1 2 3 4 5 6 7 8 9 10 11 12 13

* 

* 

Solyc01g080280.2
Solanales; Solanaceae; Solanum lycopersicum 

1 2 3 4 5 6 7 8 9 10 11 12 13

PGSC0003DMG400004355 (GS2)
Solanales; Solanaceae; Solanum tuberosum 

1 2 3 4 5 6 7 8 9 10 11 12 13

* 

Migut.N00140
Lamiales; Phrymaceae; Erythranthe guttata 

1 2 3 4 5 6 7 8 9 10 11 12 13

Migut.G00254
Lamiales; Phrymaceae; Erythranthe guttata 

1 2 3 4 5 6 7 8 9 10 11 12 13 14

* 

gene3699 (LOC107637831)
Fabales; Fabaceae; Arachis ipaensis 

1 2 3 4 5 6 7 8 9 10 11 12 13 14

* 

gene15537 (LOC107638560)
Fabales; Fabaceae; Arachis ipaensis 

1 2 3 4 5 6 7 8 9 10 11 12 13

* 

* 

KK1_005408
Fabales; Fabaceae; Cajanus cajan 

1 2 3 4 5 6 7 8 9 10 11 12 13

99 

* 

GLYMA15G10890
Fabales; Fabaceae; Glycine max 

1 2 3 4 5 6 7 8 9 10 11 12 13

GLYMA13G28180
Fabales; Fabaceae; Glycine max 

1 2 3 4 5 6 7 8 9 10 11 12 13

* 

Phvul.006G155800
Fabales; Fabaceae; Phaseolus vulgaris 

1 2 3 4 5 6 7 8 9 10 11 12 13

gene21293 (LOC106775732)
Fabales; Fabaceae; Vigna radiata 

1 2 3 4 5 6 7 8 9 10 11 12 13

97 

* 

gene633 (LOC101511058)
Fabales; Fabaceae; Cicer arietinum 

1 2 3 4 5 6 7 8 9 10 11 12 13

* 

Tp57577_TGAC_v2_gene28916
Fabales; Fabaceae; Trifolium pratense 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

* 

MTR_2g021255
Fabales; Fabaceae; Medicago truncatula 

1 2 3 4 5 6 7 8 9 10 11 12 13

MTR_2g021242
Fabales; Fabaceae; Medicago truncatula 

1 2 3 4 5 6 7 8 9 10 11 12 13

97 

* 

TanjilG_23221
Fabales; Fabaceae; Lupinus angustifolius 

1 2 3 4 5 6 7 8 9 10 11 12 13

gene6462 (LOC109345303)
Fabales; Fabaceae; Lupinus angustifolius 

1 2 3 4 5 6 7 8 9 10 11 12 13

* 

Lj6g3v1953860
Fabales; Fabaceae; Lotus japonicus 

1 2 3 4 5 6 7 8 9 10 11 12 13

* 

Lj6g3v1887800
Fabales; Fabaceae; Lotus japonicus 

1 2 3 4 5 6 7 8 9 10 11 12 13

Lj6g3v1887790 (CUFF.60993)
Fabales; Fabaceae; Lotus japonicus 

1 2 3 4 5 6 7 8 9 10 11 12 13

60 

37 

AHYPO_001362
Caryophyllales; Amaranthaceae; Amaranthus hypochondriacus 

1 2 3 4 5 6 7 8 9

62 

* 

Bra023573
Brassicales; Brassicaceae; Brassica rapa subsp. pekinensis 

1 2 3 4 5 6 7 8 9 10 11 12

* 

Bra008612
Brassicales; Brassicaceae; Brassica rapa subsp. pekinensis 

1 2 3 4 5 6 7 8 9 10 11 12

* 

AT5G16570 (GLN1-4)
Brassicales; Brassicaceae; Arabidopsis thaliana 

1 2 3 4 5 6 7 8 9 10 11 12

Cagra.0434s0024
Brassicales; Brassicaceae; Capsella grandiflora 

1 2 3 4 5 6 7 8 9 10 11 12

* 

* 

AT1G66200 (ATGSR2)
Brassicales; Brassicaceae; Arabidopsis thaliana 

1 2 3 4 5 6 7 8 9 10

Bra039756 (GSR2)
Brassicales; Brassicaceae; Brassica rapa subsp. pekinensis 

1 2 3 4 5 6 7 8 9 10

* 

Bra028132 (ATGSR1)
Brassicales; Brassicaceae; Brassica rapa subsp. pekinensis 

1 2 3 4 5 6 7 8 9 10 11

* 

Cagra.16319s0005
Brassicales; Brassicaceae; Capsella grandiflora 

1 2 3 4 5 6 7 8 9 10

AT5G37600 (GLN1-1)
Brassicales; Brassicaceae; Arabidopsis thaliana 

1 2 3 4 5 6 7 8 9

62 

54 

Migut.D01194
Lamiales; Phrymaceae; Erythranthe guttata 

1 2 3 4 5 6 7 8 9 10 11 12

44 

* 

Migut.H02226
Lamiales; Phrymaceae; Erythranthe guttata 

1 2 3 4 5 6 7 8 9 10 11 12

Migut.K00920
Lamiales; Phrymaceae; Erythranthe guttata 

1 2 3 4 5 6 7 8 9 10 11 12

96 

* 

PGSC0003DMG400023620
Solanales; Solanaceae; Solanum tuberosum 

1 2 3 4 5 6 7 8 9 10 11 12

Solyc04g014510.2
Solanales; Solanaceae; Solanum lycopersicum 

1 2 3 4 5 6 7 8 9 10 11 12

96 

* 

PGSC0003DMG400013235
Solanales; Solanaceae; Solanum tuberosum 

1 2 3 4 5 6 7 8 9 10 11 12

Solyc11g011380.1
Solanales; Solanaceae; Solanum lycopersicum 

1 2 3 4 5 6 7 8 9 10 11 12

* 

PGSC0003DMG400014592
Solanales; Solanaceae; Solanum tuberosum 

1 2 3 4 5 6 7 8 9 10 11 12

Solyc05g051250.2
Solanales; Solanaceae; Solanum lycopersicum 

1 2 3 4 5 6 7 8 9 10 11 12

73 

73 

Cucsa.375220
Cucurbitales; Cucurbitaceae; Cucumis sativus 

1 2 3 4 5 6 7 8 9 10 11 12

Cucsa.034720
Cucurbitales; Cucurbitaceae; Cucumis sativus 

1 2 3 4 5 6 7 8 9 10 11 12

66 

76 

83 

orange1.1g018434m.g
Sapindales; Rutaceae; Citrus sinensis 

1 2 3 4 5 6 7 8 9 10 11 12

* 

PRUPE_ppa007772mg
Rosales; Rosaceae; Prunus persica 

1 2 3 4 5 6 7 8 9 10 11 12

* 

gene30512-v1.0-hybrid
Rosales; Rosaceae; Fragaria vesca 

1 2 3 4 5 6 7 8 9 10 11

gene04994-v1.0-hybrid
Rosales; Rosaceae; Fragaria vesca 

1

53 

VIT_14s0006g00350 (GS1-2)
Vitales; Vitaceae; Vitis vinifera 

1 2 3 4 5 6 7 8 9 10 11 12

54 

TCM_017447
Malvales; Malvaceae; Theobroma cacao 

1 2 3 4 5 6 7 8 9 10 11 12

* 

* 

POPTR_0004s08380 (POPTRDRAFT_831163)
Malpighiales; Salicaceae; Populus trichocarpa 

1 2 3 4 5 6 7 8 9 10 11

SapurV1A.1745s0010
Malpighiales; Salicaceae; Salix purpurea 

1 2 3 4 5 6 7 8 9 10 11

* 

POPTR_0017s02770
Malpighiales; Salicaceae; Populus trichocarpa 

1 2 3 4 5 6 7 8 9 10 11

SapurV1A.0531s0160
Malpighiales; Salicaceae; Salix purpurea 

1 2 3 4 5 6 7 8 9 10 11

82 

* 

gene13764 (LOC107631250)
Fabales; Fabaceae; Arachis ipaensis 

1 2 3 4 5 6 7 8 9 10

66 

92 

96 

Lj6g3v0410480
Fabales; Fabaceae; Lotus japonicus 

1 2 3 4 5 6 7 8 9 10 11 12

* 

gene15008 (LOC101499598)
Fabales; Fabaceae; Cicer arietinum 

1 2 3 4 5 6 7 8 9 10 11 12

* 

Tp57577_TGAC_v2_gene24906
Fabales; Fabaceae; Trifolium pratense 

1 2 3 4 5 6 7 8 9 10 11 12

MTR_3g065250
Fabales; Fabaceae; Medicago truncatula 

1 2 3 4 5 6 7 8 9 10 11 12

* 

* 

gene4883 (LOC106757638)
Fabales; Fabaceae; Vigna radiata 

1 2 3 4 5 6 7 8 9 10 11 12

Phvul.001G229500
Fabales; Fabaceae; Phaseolus vulgaris 

1 2 3 4 5 6 7 8 9 10 11 12

92 

KK1_020174
Fabales; Fabaceae; Cajanus cajan 

1 2 3 4 5 6 7 8 9 10 11 12

* 

GLYMA18G04660
Fabales; Fabaceae; Glycine max 

1 2 3 4 5 6 7 8 9 10 11 12

GLYMA11G33560
Fabales; Fabaceae; Glycine max 

1 2 3 4 5 6 7 8 9 10 11 12

67 

* 

TanjilG_21297
Fabales; Fabaceae; Lupinus angustifolius 

1 2 3 4 5 6 7 8 9 10 11 12

99 

TanjilG_09916
Fabales; Fabaceae; Lupinus angustifolius 

1 2 3 4 5 6 7 8 9 10 11 12

TanjilG_01512
Fabales; Fabaceae; Lupinus angustifolius 

1 2 3 4 5 6 7 8 9 10 11 12

99 

78 

* 

TanjilG_29429
Fabales; Fabaceae; Lupinus angustifolius 

1 2 3 4 5 6 7 8 9 10 11 12

TanjilG_32636
Fabales; Fabaceae; Lupinus angustifolius 

1 2 3 4 5 6 7 8 9 10 11 12

98 

Lj0g3v0335159 (CUFF.22888)
Fabales; Fabaceae; Lotus japonicus 

1 2 3 4 5 6 7 8 9

97 

Tp57577_TGAC_v2_gene30014
Fabales; Fabaceae; Trifolium pratense 

1 2 3 4 5 6 7 8 9 10 11 12

79 

MTR_5g077950
Fabales; Fabaceae; Medicago truncatula 

1 2 3 4 5 6 7 8 9

gene4692 (LOC101502819)
Fabales; Fabaceae; Cicer arietinum 

1 2 3 4 5 6 7 8 9 10 11 12

* 

98 

gene24397 (LOC109818547)
Fabales; Fabaceae; Cajanus cajan 

1 2 3 4 5 6 7 8 9 10 11 12

* 

GLYMA02G41106
Fabales; Fabaceae; Glycine max 

1 2 3 4 5 6 7 8 9 10

* 

gene10450 (LOC106763809)
Fabales; Fabaceae; Vigna radiata 

1 2 3 4 5 6 7 8 9 10 11 12

Phvul.008G237500
Fabales; Fabaceae; Phaseolus vulgaris 

1 2 3 4 5 6 7 8 9 10 11 12

98 

* 

Phvul.008G237400
Fabales; Fabaceae; Phaseolus vulgaris 

1 2 3 4 5 6 7 8 9 10 11 12

gene10448 (LOC106764801)
Fabales; Fabaceae; Vigna radiata 

1 2 3 4 5 6 7 8 9 10 11 12

97 

KK1_036386
Fabales; Fabaceae; Cajanus cajan 

1 2 3 4 5 6 7 8 9 10 11 12

* 

GLYMA14G39420
Fabales; Fabaceae; Glycine max 

1 2 3 4 5 6 7 8 9 10 11 12

GLYMA02G41120
Fabales; Fabaceae; Glycine max 

1 2 3 4 5 6 7 8 9 10 11 12

68 

47 

VIT_17s0000g01910
Vitales; Vitaceae; Vitis vinifera 

1 2 3 4 5 6 7 8 9 10 11 12

51 

46 

60 

evm.TU.supercontig_3.364
Brassicales; Caricaceae; Carica papaya 

1 2 3 4 5 6 7 8 9 10 11 12

TCM_012973
Malvales; Malvaceae; Theobroma cacao 

1 2 3 4 5 6 7 8 9 10 11 12

* 

* 

SapurV1A.3282s0010
Malpighiales; Salicaceae; Salix purpurea 

1 2 3 4 5 6 7 8 9 10 11 12

POPTR_0012s04090
Malpighiales; Salicaceae; Populus trichocarpa 

1 2 3 4 5 6 7 8 9 10 11 12

* 

SapurV1A.0665s0020
Malpighiales; Salicaceae; Salix purpurea 

1 2 3 4 5 6 7 8 9 10 11 12

POPTR_0015s05010
Malpighiales; Salicaceae; Populus trichocarpa 

1 2 3 4 5 6 7 8 9 10 11 12

* 

* 

Bra018729
Brassicales; Brassicaceae; Brassica rapa subsp. pekinensis 

1 2 3 4 5 6 7 8 9 10

* 

Cagra.1131s0012
Brassicales; Brassicaceae; Capsella grandiflora 

1 2 3 4 5 6 7 8 9 10

AT1G48470 (GLN1-5)
Brassicales; Brassicaceae; Arabidopsis thaliana 

1 2 3 4 5 6 7 8 9 10

* 

AT3G17820 (GLN1-3)
Brassicales; Brassicaceae; Arabidopsis thaliana 

1 2 3 4 5 6 7 8 9

98 

Cagra.1378s0004
Brassicales; Brassicaceae; Capsella grandiflora 

1 2 3 4 5 6 7 8 9

* 

Bra001686 (ATGSKB6)
Brassicales; Brassicaceae; Brassica rapa subsp. pekinensis 

1 2 3 4 5 6 7

* 

Bra021276
Brassicales; Brassicaceae; Brassica rapa subsp. pekinensis 

1 2 3 4 5 6 7

Bra022247
Brassicales; Brassicaceae; Brassica rapa subsp. pekinensis 

1 2 3 4 5 6 7 8

38 

* 

Solyc12g041870.1
Solanales; Solanaceae; Solanum lycopersicum 

1 2 3 4 5 6 7 8 9 10 11 12

PGSC0003DMG400014454
Solanales; Solanaceae; Solanum tuberosum 

1 2 3 4 5 6 7 8 9 10

89 

* 

gene09347-v1.0-hybrid
Rosales; Rosaceae; Fragaria vesca 

1 2 3 4 5 6 7 8 9

PRUPE_ppa007728mg
Rosales; Rosaceae; Prunus persica 

1 2 3 4 5 6 7 8 9 10 11 12

* 

94 

gene23856 (LOC107644115)
Fabales; Fabaceae; Arachis ipaensis 

1 2 3 4 5 6 7 8 9 10 11 12

* 

TanjilG_04581
Fabales; Fabaceae; Lupinus angustifolius 

1 2 3 4 5 6 7 8 9 10 11 12

TanjilG_02132
Fabales; Fabaceae; Lupinus angustifolius 

1 2 3 4 5 6 7 8 9 10 11 12

* 

* 

gene23264 (LOC101499849)
Fabales; Fabaceae; Cicer arietinum 

1 2 3 4 5 6 7 8 9 10 11 12

* 

MTR_6g071070
Fabales; Fabaceae; Medicago truncatula 

1 2 3 4 5 6 7 8 9 10 11 12

Tp57577_TGAC_v2_gene18383
Fabales; Fabaceae; Trifolium pratense 

1 2 3 4 5 6 7 8 9 10 11 12

97 

Lj2g3v0658180 (CUFF.35493)
Fabales; Fabaceae; Lotus japonicus 

1 2 3 4 5 6 7 8 9 10 11 12

* 

* 

gene742 (LOC106756019)
Fabales; Fabaceae; Vigna radiata 

1 2 3 4 5 6 7 8 9 10 11 12

Phvul.004G148300
Fabales; Fabaceae; Phaseolus vulgaris 

1 2 3 4 5 6 7 8 9 10 11 12

98 

KK1_041929
Fabales; Fabaceae; Cajanus cajan 

1 2 3 4 5 6 7 8 9 10 11 12

* 

GLYMA07G11810
Fabales; Fabaceae; Glycine max 

1 2 3 4 5 6 7 8 9 10 11 12

GLYMA09G30370
Fabales; Fabaceae; Glycine max 

1 2 3 4 5 6 7 8 9 10 11 12

0.25


