
96 

CME095C
Bangiophyceae; Cyanidiales; Cyanidiaceae; Cyanidioschyzon merolae strain 10D 

1

99 

e_gw1.7.20.1
Trebouxiophyceae; Coccomyxaceae; Coccomyxa subellipsoidea 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21 22 23 24

* 

97 

* 

SELMODRAFT_117085
Lycopodiopsida; Selaginellales; Selaginellaceae; Selaginella moellendorffii 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19

SELMODRAFT_115610
Lycopodiopsida; Selaginellales; Selaginellaceae; Selaginella moellendorffii 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18

* 

SELMODRAFT_148941
Lycopodiopsida; Selaginellales; Selaginellaceae; Selaginella moellendorffii 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

SELMODRAFT_443218
Lycopodiopsida; Selaginellales; Selaginellaceae; Selaginella moellendorffii 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

99 

Spipo18G0020200
Liliopsida; Alismatales; Araceae; Spirodela polyrhiza 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18

96 

* 

OS01G0110700
Liliopsida; Poales; Poaceae; Oryza sativa Japonica Group 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

97 

BRADI2G00910
Liliopsida; Poales; Poaceae; Brachypodium distachyon 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

* 

Si004557m.g
Liliopsida; Poales; Poaceae; Setaria italica 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21

* 

Zm00001d040129
Liliopsida; Poales; Poaceae; Zea mays 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

SORBI_003G100600
Liliopsida; Poales; Poaceae; Sorghum bicolor 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19

97 

Aco016429
Liliopsida; Poales; Bromeliaceae; Ananas comosus 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19

97 

GSMUA_Achr1G20720_001
Liliopsida; Zingiberales; Musaceae; Musa acuminata subsp. malaccensis 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21 22 23 24

97 

Zosma99g00660
Liliopsida; Alismatales; Zosteraceae; Zostera marina 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

95 

AMTR_s00024p00252690
Amborellales; Amborellaceae; Amborella trichopoda 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19

* 

* 

BVRB_6g141100
Caryophyllales; Chenopodiaceae; Beta vulgaris subsp. vulgaris 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

AHYPO_021745
Caryophyllales; Amaranthaceae; Amaranthus hypochondriacus 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

55 

* 

Migut.E00286
Lamiales; Phrymaceae; Erythranthe guttata 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

* 

Solyc04g006970.2
Solanales; Solanaceae; Solanum lycopersicum 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

PGSC0003DMG400007466 (ATPPC4)
Solanales; Solanaceae; Solanum tuberosum 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

76 

VIT_01s0011g02740 (ATPPC4)
Vitales; Vitaceae; Vitis vinifera 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

41 

56 

* 

gene04466-v1.0-hybrid
Rosales; Rosaceae; Fragaria vesca 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

* 

PRUPE_ppa000806mg (ATPPC4)
Rosales; Rosaceae; Prunus persica 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19

* 

MDP0000305440
Rosales; Rosaceae; Malus domestica 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19

MDP0000235017
Rosales; Rosaceae; Malus domestica 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

56 

* 

* 

Bra024730
Brassicales; Brassicaceae; Brassica rapa subsp. pekinensis 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

Cagra.11546s0008
Brassicales; Brassicaceae; Capsella grandiflora 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

* 

Bra004016 (ATPPC4)
Brassicales; Brassicaceae; Brassica rapa subsp. pekinensis 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

* 

AT1G68750 (PPC4)
Brassicales; Brassicaceae; Arabidopsis thaliana 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

Cagra.0613s0005
Brassicales; Brassicaceae; Capsella grandiflora 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

59 

59 

orange1.1g001537m.g
Sapindales; Rutaceae; Citrus sinensis 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

TCM_011892
Malvales; Malvaceae; Theobroma cacao 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

* 

29738.t000024
Malpighiales; Euphorbiaceae; Ricinus communis 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

* 

* 

SapurV1A.0304s0230
Malpighiales; Salicaceae; Salix purpurea 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

POPTR_0010s14170 (POPTRDRAFT_658961)
Malpighiales; Salicaceae; Populus trichocarpa 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19

* 

POPTR_0008s11330 (POPTRDRAFT_564468)
Malpighiales; Salicaceae; Populus trichocarpa 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19

SapurV1A.0060s0690
Malpighiales; Salicaceae; Salix purpurea 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

73 

Cucsa.280800
Cucurbitales; Cucurbitaceae; Cucumis sativus 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

* 

* 

TanjilG_31638
Fabales; Fabaceae; Lupinus angustifolius 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

98 

gene43520 (LOC107617655)
Fabales; Fabaceae; Arachis ipaensis 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

97 

gene9231 (LOC101496857)
Fabales; Fabaceae; Cicer arietinum 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

* 

KK1_025033
Fabales; Fabaceae; Cajanus cajan 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

* 

GLYMA10G34970
Fabales; Fabaceae; Glycine max 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

* 

gene17891 (LOC106770762)
Fabales; Fabaceae; Vigna radiata 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

Phvul.007G101300
Fabales; Fabaceae; Phaseolus vulgaris 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

* 

gene23112 (LOC107641982)
Fabales; Fabaceae; Arachis ipaensis 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

99 

99 

Lj0g3v0165109 (CUFF.10370)
Fabales; Fabaceae; Lotus japonicus 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

* 

gene4202 (LOC101494422)
Fabales; Fabaceae; Cicer arietinum 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

MTR_0002s0890
Fabales; Fabaceae; Medicago truncatula 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19

* 

KK1_045915
Fabales; Fabaceae; Cajanus cajan 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

98 

GLYMA01G22840
Fabales; Fabaceae; Glycine max 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

* 

gene23485 (LOC106777342)
Fabales; Fabaceae; Vigna radiata 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

Phvul.003G024800
Fabales; Fabaceae; Phaseolus vulgaris 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

96 

estExt_fgenesh1_pm.C_10166
Trebouxiophyceae; Coccomyxaceae; Coccomyxa subellipsoidea 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

99 

* 

* 

MLOC_59333
Liliopsida; Poales; Poaceae; Hordeum vulgare subsp. vulgare 

1 2 3 4 5 6

BRADI2G06620
Liliopsida; Poales; Poaceae; Brachypodium distachyon 

1 2 3 4 5 6

94 

Si000160m.g
Liliopsida; Poales; Poaceae; Setaria italica 

1 2 3 4 5 6 7

OS01G0208700
Liliopsida; Poales; Poaceae; Oryza sativa Japonica Group 

1 2 3 4 5 6 7 8 9

97 

99 

* 

BRADI1G39167
Liliopsida; Poales; Poaceae; Brachypodium distachyon 

1 2 3 4 5 6 7 8 9 10

MLOC_65944
Liliopsida; Poales; Poaceae; Hordeum vulgare subsp. vulgare 

1 2 3 4 5 6 7 8 9 10

* 

Si005789m.g
Liliopsida; Poales; Poaceae; Setaria italica 

1 2 3 4 5 6 7 8 9

* 

SORBI_010G160700
Liliopsida; Poales; Poaceae; Sorghum bicolor 

1 2 3 4 5 6 7 8 9 10

Zm00001d046170
Liliopsida; Poales; Poaceae; Zea mays 

1 2 3 4 5 6 7 8 9 10

97 

Spipo14G0030900
Liliopsida; Alismatales; Araceae; Spirodela polyrhiza 

1 2 3 4 5 6 7 8 9 10

92 

Spipo19G0008900
Liliopsida; Alismatales; Araceae; Spirodela polyrhiza 

1 2 3 4 5 6 7 8 9 10

95 

Migut.M00260
Lamiales; Phrymaceae; Erythranthe guttata 

1 2 3 4 5 6 7 8 9 10

85 

94 

Migut.H01993
Lamiales; Phrymaceae; Erythranthe guttata 

1 2 3 4 5 6 7 8 9 10

Migut.M00734
Lamiales; Phrymaceae; Erythranthe guttata 

1 2 3 4 5 6 7 8 9

83 

AMTR_s00021p00059810
Amborellales; Amborellaceae; Amborella trichopoda 

1 2 3 4 5 6 7 8 9 10

59 

56 

60 

* 

* 

Bra030945 (ATPPC1)
Brassicales; Brassicaceae; Brassica rapa subsp. pekinensis 

1 2 3 4 5 6 7 8 9

* 

AT1G53310 (PPC1)
Brassicales; Brassicaceae; Arabidopsis thaliana 

1 2 3 4 5 6 7 8 9 10

Cagra.2383s0011
Brassicales; Brassicaceae; Capsella grandiflora 

1 2 3 4 5 6 7 8 9 10

* 

* 

Cagra.0007s0038
Brassicales; Brassicaceae; Capsella grandiflora 

1 2 3 4 5 6 7 8 9 10

AT3G14940 (PPC3)
Brassicales; Brassicaceae; Arabidopsis thaliana 

1 2 3 4 5 6 7 8 9 10

* 

Bra027293
Brassicales; Brassicaceae; Brassica rapa subsp. pekinensis 

1 2 3 4 5 6 7 8 9

Bra001575
Brassicales; Brassicaceae; Brassica rapa subsp. pekinensis 

1 2 3 4 5 6 7 8 9

61 

* 

BVRB_4g085820
Caryophyllales; Chenopodiaceae; Beta vulgaris subsp. vulgaris 

1 2 3 4 5 6 7 8 9 10

AHYPO_004468
Caryophyllales; Amaranthaceae; Amaranthus hypochondriacus 

1 2 3 4 5 6 7 8 9 10

* 

* 

* 

SELMODRAFT_447920
Lycopodiopsida; Selaginellales; Selaginellaceae; Selaginella moellendorffii 

1 2 3 4 5 6 7 8 9 10

SELMODRAFT_269944
Lycopodiopsida; Selaginellales; Selaginellaceae; Selaginella moellendorffii 

1 2 3 4 5 6 7 8 9 10

* 

SELMODRAFT_111216
Lycopodiopsida; Selaginellales; Selaginellaceae; Selaginella moellendorffii 

1 2 3 4 5 6 7 8 9 10

SELMODRAFT_122213
Lycopodiopsida; Selaginellales; Selaginellaceae; Selaginella moellendorffii 

1 2 3 4 5 6 7 8 9 10

* 

PP1S43_131V6
Bryopsida; Funariales; Funariaceae; Physcomitrella patens 

1 2 3 4 5 6 7 8 9 10 11 12 13

* 

* 

PP1S29_311V6
Bryopsida; Funariales; Funariaceae; Physcomitrella patens 

1 2 3 4 5 6 7 8 9 10 11 12

PP1S83_144V6
Bryopsida; Funariales; Funariaceae; Physcomitrella patens 

1 2 3 4 5 6 7 8 9 10 11 12

* 

PP1S341_58V6
Bryopsida; Funariales; Funariaceae; Physcomitrella patens 

1 2 3 4 5

* 

PP1S177_55V6
Bryopsida; Funariales; Funariaceae; Physcomitrella patens 

1 2 3 4 5 6 7 8 9 10 11

PP1S169_156V6
Bryopsida; Funariales; Funariaceae; Physcomitrella patens 

1 2 3 4 5 6 7 8 9 10 11

83 

84 

VIT_19s0014g01390
Vitales; Vitaceae; Vitis vinifera 

1 2 3 4 5 6 7 8 9 10

* 

* 

Solyc10g007290.2
Solanales; Solanaceae; Solanum lycopersicum 

1 2 3 4 5 6 7 8 9 10

PGSC0003DMG400021264
Solanales; Solanaceae; Solanum tuberosum 

1 2 3 4 5 6 7 8 9 10

99 

* 

PGSC0003DMG400015385 (PPC1)
Solanales; Solanaceae; Solanum tuberosum 

1 2 3 4 5 6 7 8 9 10

Solyc12g014250.1
Solanales; Solanaceae; Solanum lycopersicum 

1 2 3 4 5 6 7 8 9 10

* 

PGSC0003DMG400012387
Solanales; Solanaceae; Solanum tuberosum 

1 2 3 4 5 6 7 8 9 10

Solyc07g062530.2
Solanales; Solanaceae; Solanum lycopersicum 

1 2 3 4 5 6 7 8 9 10

97 

* 

99 

TCM_031773
Malvales; Malvaceae; Theobroma cacao 

1 2 3 4 5 6 7 8 9 10

orange1.1g002089m.g
Sapindales; Rutaceae; Citrus sinensis 

1 2 3 4 5 6 7 8 9 10

* 

29645.t000002
Malpighiales; Euphorbiaceae; Ricinus communis 

1 2 3 4 5 6 7 8 9 10

* 

* 

POPTR_0001s40250 (POPTRDRAFT_745223)
Malpighiales; Salicaceae; Populus trichocarpa 

1 2 3 4 5 6 7 8 9 10

SapurV1A.0064s0270
Malpighiales; Salicaceae; Salix purpurea 

1 2 3 4 5 6 7 8 9 10

* 

SapurV1A.0148s0150
Malpighiales; Salicaceae; Salix purpurea 

1 2 3 4 5 6 7 8 9 10

POPTR_0011s11190 (POPTRDRAFT_728315)
Malpighiales; Salicaceae; Populus trichocarpa 

1 2 3 4 5 6 7 8 9 10

93 

* 

gene27245-v1.0-hybrid
Rosales; Rosaceae; Fragaria vesca 

1 2 3 4 5 6 7 8 9 10 11 12

* 

PRUPE_ppa000910mg
Rosales; Rosaceae; Prunus persica 

1 2 3 4 5 6 7 8 9 10

* 

MDP0000291654
Rosales; Rosaceae; Malus domestica 

1 2 3 4 5 6 7 8 9 10

MDP0000073810
Rosales; Rosaceae; Malus domestica 

1 2 3 4 5 6 7 8 9 10

75 

Cucsa.057590
Cucurbitales; Cucurbitaceae; Cucumis sativus 

1 2 3 4 5 6 7 8 9 10

* 

* 

gene37010 (LOC107612799)
Fabales; Fabaceae; Arachis ipaensis 

1 2 3 4 5 6 7 8 9 10

92 

* 

TanjilG_26946
Fabales; Fabaceae; Lupinus angustifolius 

1 2 3 4 5 6 7 8 9 10

TanjilG_02214
Fabales; Fabaceae; Lupinus angustifolius 

1 2 3 4 5 6 7 8 9 10

99 

* 

Lj3g3v1061390
Fabales; Fabaceae; Lotus japonicus 

1 2 3 4 5 6 7 8 9 10

* 

gene3089 (LOC101497901)
Fabales; Fabaceae; Cicer arietinum 

1 2 3 4 5 6 7 8 9 10 11

* 

MTR_2g076670
Fabales; Fabaceae; Medicago truncatula 

1 2 3 4 5 6 7 8 9 10

Tp57577_TGAC_v2_gene19367
Fabales; Fabaceae; Trifolium pratense 

1 2 3 4 5 6 7 8 9 10

* 

KK1_026796
Fabales; Fabaceae; Cajanus cajan 

1 2 3 4 5 6 7 8 9 10

* 

* 

GLYMA12G35840 (PPC1)
Fabales; Fabaceae; Glycine max 

1 2 3 4 5 6 7 8 9 10

GLYMA13G34560
Fabales; Fabaceae; Glycine max 

1 2 3 4 5 6 7 8 9 10

* 

Phvul.005G066400
Fabales; Fabaceae; Phaseolus vulgaris 

1 2 3 4 5 6 7 8 9 10

gene9625 (LOC106760805)
Fabales; Fabaceae; Vigna radiata 

1 2 3 4 5 6 7 8 9 10

96 

* 

TanjilG_22696
Fabales; Fabaceae; Lupinus angustifolius 

1 2 3 4 5 6 7 8 9 10

98 

TanjilG_15178
Fabales; Fabaceae; Lupinus angustifolius 

1 2 3 4 5 6 7 8 9 10

TanjilG_29825
Fabales; Fabaceae; Lupinus angustifolius 

1 2 3 4 5 6 7 8 9 10

91 

90 

gene11232 (LOC107630060)
Fabales; Fabaceae; Arachis ipaensis 

1 2 3 4 5 6 7 8 9 10

* 

* 

Lj3g3v0428390
Fabales; Fabaceae; Lotus japonicus 

1 2 3 4 5 6 7 8 9 10

Lj3g3v0428380 (CUFF.40719)
Fabales; Fabaceae; Lotus japonicus 

1 2 3 4 5 6 7 8 9 10

* 

MTR_8g463920
Fabales; Fabaceae; Medicago truncatula 

1 2 3 4 5 6 7 8 9

gene26512 (LOC101514127)
Fabales; Fabaceae; Cicer arietinum 

1 2 3 4 5 6 7 8 9 10

* 

* 

gene3386 (LOC106756025)
Fabales; Fabaceae; Vigna radiata 

1 2 3 4 5 6 7 8 9 10

Phvul.011G160200
Fabales; Fabaceae; Phaseolus vulgaris 

1 2 3 4 5 6 7 8 9 10

80 

KK1_014855
Fabales; Fabaceae; Cajanus cajan 

1 2 3 4 5 6 7 8 9 10

* 

GLYMA20G09810 (PPC16)
Fabales; Fabaceae; Glycine max 

1 2 3 4 5 6 7 8 9 10

GLYMA06G33380
Fabales; Fabaceae; Glycine max 

1 2 3 4 5 6 7 8 9 10

46 

98 

* 

Zosma11g00980
Liliopsida; Alismatales; Zosteraceae; Zostera marina 

1 2 3 4 5 6 7 8 9 10

* 

Zosma160g00340
Liliopsida; Alismatales; Zosteraceae; Zostera marina 

1 2 3 4 5 6 7 8 9

* 

Zosma7g00770
Liliopsida; Alismatales; Zosteraceae; Zostera marina 

1 2 3 4 5 6 7 8 9 10

Zosma251g00350
Liliopsida; Alismatales; Zosteraceae; Zostera marina 

1 2 3 4 5 6 7 8 9 10

96 

98 

* 

GSMUA_Achr6G14490_001
Liliopsida; Zingiberales; Musaceae; Musa acuminata subsp. malaccensis 

1 2 3 4 5 6 7 8 9 10 11

GSMUA_Achr10G25410_001
Liliopsida; Zingiberales; Musaceae; Musa acuminata subsp. malaccensis 

1 2 3 4 5 6 7 8 9 10 11

97 

Aco010025
Liliopsida; Poales; Bromeliaceae; Ananas comosus 

1 2 3 4 5 6 7 8 9 10

* 

99 

BRADI3G09210
Liliopsida; Poales; Poaceae; Brachypodium distachyon 

1 2 3 4 5 6 7 8 9 10

OS02G0244700
Liliopsida; Poales; Poaceae; Oryza sativa Japonica Group 

1 2 3 4 5 6 7 8 9 10

* 

Si016228m.g
Liliopsida; Poales; Poaceae; Setaria italica 

1 2 3 4 5 6 7 8 9 10

* 

SORBI_004G106900
Liliopsida; Poales; Poaceae; Sorghum bicolor 

1 2 3 4 5 6 7 8 9 10

* 

Zm00001d016166
Liliopsida; Poales; Poaceae; Zea mays 

1 2 3 4 5 6 7 8 9 10

Zm00001d053453
Liliopsida; Poales; Poaceae; Zea mays 

1 2 3 4 5 6 7 8

98 

* 

GSMUA_Achr4G08030_001
Liliopsida; Zingiberales; Musaceae; Musa acuminata subsp. malaccensis 

1 2 3 4 5 6 7 8 9 10 11

* 

GSMUA_Achr6G26850_001
Liliopsida; Zingiberales; Musaceae; Musa acuminata subsp. malaccensis 

1 2 3 4 5 6 7 8 9 10 11

GSMUA_Achr9G06420_001
Liliopsida; Zingiberales; Musaceae; Musa acuminata subsp. malaccensis 

1 2 3 4 5 6 7 8 9 10 11 12 13 1415 16 17

* 

Aco018093
Liliopsida; Poales; Bromeliaceae; Ananas comosus 

1 2 3 4 5 6 7 8 9 10

98 

* 

* 

Si000184m.g
Liliopsida; Poales; Poaceae; Setaria italica 

1 2 3 4 5 6 7 8 9 10

* 

SORBI_003G301800
Liliopsida; Poales; Poaceae; Sorghum bicolor 

1 2 3 4 5 6 7 8 9 10

Zm00001d012702
Liliopsida; Poales; Poaceae; Zea mays 

1 2 3 4 5 6 7 8 9 10

* 

OS01G0758300
Liliopsida; Poales; Poaceae; Oryza sativa Japonica Group 

1 2 3 4 5 6 7 8 9 10 11

* 

MLOC_67381
Liliopsida; Poales; Poaceae; Hordeum vulgare subsp. vulgare 

1 2 3 4 5 6 7 8 9 10

BRADI2G50380
Liliopsida; Poales; Poaceae; Brachypodium distachyon 

1 2 3 4 5 6 7 8 9 10

* 

* 

SORBI_007G106500
Liliopsida; Poales; Poaceae; Sorghum bicolor 

1 2 3 4 5 6 7 8 9 10

OS08G0366000
Liliopsida; Poales; Poaceae; Oryza sativa Japonica Group 

1 2 3 4 5 6 7 8 9 10

* 

* 

Si028826m.g
Liliopsida; Poales; Poaceae; Setaria italica 

1 2 3 4 5 6 7 8 9 10

* 

SORBI_002G167000
Liliopsida; Poales; Poaceae; Sorghum bicolor 

1 2 3 4 5 6 7 8 9 10

Zm00001d020057
Liliopsida; Poales; Poaceae; Zea mays 

1 2 3 4 5 6 7 8 9 10

99 

OS09G0315700
Liliopsida; Poales; Poaceae; Oryza sativa Japonica Group 

1 2 3 4 5 6 7 8 9 10

* 

BRADI4G27910
Liliopsida; Poales; Poaceae; Brachypodium distachyon 

1 2 3 4 5 6 7 8 9 10

MLOC_10405
Liliopsida; Poales; Poaceae; Hordeum vulgare subsp. vulgare 

1 2 3 4 5 6 7 8 9 10

99 

VIT_12s0028g02180 (ATPPC2)
Vitales; Vitaceae; Vitis vinifera 

1 2 3 4 5 6 7 8 9 10

96 

96 

Cucsa.147540
Cucurbitales; Cucurbitaceae; Cucumis sativus 

1 2 3 4 5 6 7 8 9 10

* 

* 

gene17665-v1.0-hybrid
Rosales; Rosaceae; Fragaria vesca 

1 2 3 4 5 6 7 8 9 10

* 

gene23059-v1.0-hybrid
Rosales; Rosaceae; Fragaria vesca 

1

gene11590-v1.0-hybrid
Rosales; Rosaceae; Fragaria vesca 

1 2 3

* 

* 

MDP0000748981
Rosales; Rosaceae; Malus domestica 

1 2 3 4 5 6 7 8 9 10

MDP0000509016
Rosales; Rosaceae; Malus domestica 

1 2 3 4 5 6 7 8 9 10

* 

MDP0000258440
Rosales; Rosaceae; Malus domestica 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19

* 

MDP0000719875
Rosales; Rosaceae; Malus domestica 

1 2 3 4 5 6 7 8 9 10

MDP0000507971
Rosales; Rosaceae; Malus domestica 

1 2 3 4 5 6 7 8 9

61 

89 

98 

TCM_001707
Malvales; Malvaceae; Theobroma cacao 

1 2 3 4 5 6 7 8 9 10

* 

29983.t000216
Malpighiales; Euphorbiaceae; Ricinus communis 

1 2 3 4 5 6 7 8 9 10

POPTR_0002s22720 (POPTRDRAFT_552645)
Malpighiales; Salicaceae; Populus trichocarpa 

1 2 3 4 5 6 7 8 9 10 11

88 

evm.TU.supercontig_52.175
Brassicales; Caricaceae; Carica papaya 

1 2 3 4 5 6 7 8 9 10 11

84 

orange1.1g002112m.g
Sapindales; Rutaceae; Citrus sinensis 

1 2 3 4 5 6 7 8 9 10

* 

* 

AT2G42600 (PPC2)
Brassicales; Brassicaceae; Arabidopsis thaliana 

1 2 3 4 5 6 7 8 9 10

Cagra.0202s0052
Brassicales; Brassicaceae; Capsella grandiflora 

1 2 3 4 5 6 7 8 9 10

* 

Bra016866
Brassicales; Brassicaceae; Brassica rapa subsp. pekinensis 

1 2 3 4 5 6 7 8 9 10

Bra004710
Brassicales; Brassicaceae; Brassica rapa subsp. pekinensis 

1 2 3 4 5 6 7 8 9 10 11

73 

99 

* 

Solyc07g055060.2
Solanales; Solanaceae; Solanum lycopersicum 

1 2 3 4 5 6 7 8 9 10

PGSC0003DMG400020422 (ATPPC2)
Solanales; Solanaceae; Solanum tuberosum 

1 2 3 4 5 6 7 8 9 10

* 

BVRB_9g209750
Caryophyllales; Chenopodiaceae; Beta vulgaris subsp. vulgaris 

1 2 3 4 5 6 7 8 9 10

* 

AHYPO_001923
Caryophyllales; Amaranthaceae; Amaranthus hypochondriacus 

1 2 3 4 5 6 7 8 9 10

AHYPO_010262
Caryophyllales; Amaranthaceae; Amaranthus hypochondriacus 

1 2 3 4 5 6 7 8 9 10

* 

* 

TanjilG_02996
Fabales; Fabaceae; Lupinus angustifolius 

1 2 3 4 5 6 7 8 9 10

99 

gene10946 (LOC107630016)
Fabales; Fabaceae; Arachis ipaensis 

1 2 3 4 5 6 7 8 9 10

* 

* 

gene16990 (LOC101510288)
Fabales; Fabaceae; Cicer arietinum 

1 2 3 4 5 6 7 8 9 10

MTR_4g079860
Fabales; Fabaceae; Medicago truncatula 

1 2 3 4 5 6 7 8 9 10

* 

KK1_032556
Fabales; Fabaceae; Cajanus cajan 

1 2 3 4 5 6 7 8 9 10

* 

GLYMA06G43050
Fabales; Fabaceae; Glycine max 

1 2 3 4 5 6 7 8 9 10

* 

Phvul.011G130400
Fabales; Fabaceae; Phaseolus vulgaris 

1 2 3 4 5 6 7 8 9 10

gene26799 (LOC106753186)
Fabales; Fabaceae; Vigna radiata 

1 2 3 4 5 6 7 8 9 10

* 

66 

gene5131 (LOC107624747)
Fabales; Fabaceae; Arachis ipaensis 

1 2 3 4 5 6 7 8 9 10

* 

TanjilG_31846
Fabales; Fabaceae; Lupinus angustifolius 

1 2 3 4 5 6 7 8 9 10

TanjilG_16482
Fabales; Fabaceae; Lupinus angustifolius 

1 2 3 4 5 6 7 8 9 10

60 

* 

gene1498 (LOC101500264)
Fabales; Fabaceae; Cicer arietinum 

1 2 3 4 5 6 7 8 9 10 11

* 

Tp57577_TGAC_v2_gene11496
Fabales; Fabaceae; Trifolium pratense 

1 2 3 4 5 6 7 8 9 10 11

MTR_2g092930
Fabales; Fabaceae; Medicago truncatula 

1 2 3 4 5 6 7 8 9 10

* 

KK1_024667
Fabales; Fabaceae; Cajanus cajan 

1 2 3 4 5 6 7 8 9 10

98 

* 

GLYMA12G33820
Fabales; Fabaceae; Glycine max 

1 2 3 4 5 6 7 8 9 10

GLYMA13G36670
Fabales; Fabaceae; Glycine max 

1 2 3 4 5 6 7 8 9 10

* 

gene23996 (LOC106778590)
Fabales; Fabaceae; Vigna radiata 

1 2 3 4 5 6 7 8 9 10

Phvul.005G095300
Fabales; Fabaceae; Phaseolus vulgaris 

1 2 3 4 5 6 7 8 9 10

0.25


