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Supplemental Figure S1. Phylodendrogram of nucleotide sequences of WSMV isolates. Sequences
isolated from wheat var. Patras (P-Ch-Vas-Ukr-2020) and from wheat var. Pamir (Z-Vas-Ukr-2020)
are highlighted in red font. The tree was constructed using Neighbor-Joining method using
nucleotide sequences of 676 bp coat protein gene region.



