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Suppl. Inf. Figure 1. 2D interaction diagrams of ligands docked in hCA IX.
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Suppl. Inf. Figure 2. 2D interaction diagrams of ligands docked in enterococcal CA.



Title: 3IAl - removed waters_ligand
PDB ID: 3IAl

Suppl. Inf. Figure 3. Superposition of acetazolamide co-crystallized with hCA IX (the molecule with light gray
carbons) and pose of acetazolamide docked in hCA IX (the molecule with pink carbons). RMSD = 1.57 A2



Suppl. Inf. Figure 4. 3D representation of enterococcal carbonic anhydrase created by homology modeling.

Protein is depicted by ribbon and surface area of binding site with zinc dication at the bottom.



