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Supplementary Figure S1. Correlation of cell-type specificity of miRNAs with DSW and MIC score. 

(A) Correlations between cell type chromatin activity specificity index and DSW score. (B) Correlations between cell 

type expression specificity index and DSW score. (C) Correlations between cell type chromatin activity specificity 

index and MIC score. (D) Correlations between cell type expression specificity index and MIC score. 



 
Supplementary Figure S2. Relationship between T cell-specific miRNAs and cancer prognosis.  

(A) Survival analysis of high and low T cell chromatin activity-specific miRNAs expression on the prognosis of TCGA 

cancers patients. (B) Survival analysis of high and low T cell expression-specific miRNAs expression on the prognosis 

of TCGA cancers patients. The circle size represents the log-rank test p-value, Hazard Ratio>1 color is blue, >1 is red. 

Grid blanks represent missing data for the corresponding miRNAs in the cancer data. 



 

Supplementary Figure S3. Sample result of the mirCellType online tool.  

(A) Results of mirCellType analysis of BRCA miRNA expression profiles using abundance-based method. Abundance 

results are based on cell type chromatin activity-specific miRNAs. (B) Kaplan–Meier survival curves showing the 

distinct survival between patients in the top 25% and bottom 25% abundance for smooth muscle cell and luteal cell. 

(C) Results of mirCellType analysis of BRCA miRNA expression profiles using abundance-based method. Abundance 

results are based on cell type expression-specific miRNAs. (D) Kaplan–Meier survival curves showing the distinct 

survival between patients in the top 25% and bottom 25% abundance for fibroblast of dermis and ovarian 

microvascular endothelial cell. 


