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Figure S1 IGYV results of RDD events in TraesCS3A02G263900 (A) and
TraesCS4A02G126700 (B). RDD of A-D indicate chr3A 487854757,

chr3A 487854760, chr4A 163818831 and chr4A 163818837, respectively. The
numbers on reads represent the editing efficiency of RDD sites in each sample. Mock:

Control group. Fg: Treatment group.
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Figure S2. IGV results of RDD events in TraesCS3A02G263900. (A) Site 1 in 4
dpi of HC374. (B) Site 2-7 in 4 dpi of HC374. (C) Site 1 in 4 dpi of Nyubai. (D) Site
2-7 in 4 dpi of Nyubai. (E) Site 1 in 4 dpi of Wuhan 1. (F) Site 2-7 in 4 dpi of Wuhan
1. (G) Site 1 in 4 dpi of Shaw. (H) Site 2-7 in 4 dpi of Shaw. The numbers on reads
represent the editing efficiency of RDD sites in each sample. Mock: Control group.

Fg: Treatment group.
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Figure S3. IGV results of RDD events in TraesCS1D02G258800. (A) Site 1-4 in 4
dpi of HC374. (B) Site 5-9 in 4 dpi of HC374. (C) Site 1-4 in 4 dpi of Nyubai. (D)
Site 5-9 in 4 dpi of Nyubai. (E) Site 1-4 in 4 dpi of Wuhan 1. (F) Site 5-9 in 4 dpi of
Wuhan 1. (G) Site 1-4 in 4 dpi of Shaw. (H) Site 5-9 in 4 dpi of Shaw. The numbers
on reads represent the editing efficiency of RDD sites in each sample. Mock: Control

group. Fg: Treatment group.
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Figure S4. IGV results of 24 RDD sites of TraesCS1A02G201300,
TraesCS1A02G258800, TraesCS1B02G294300, TraesCS1D02G083600 and
TraesCS1D02G258800.
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Figure SS. IGV results of 19 RDD sites of TraesCS1D02G258800,
TraesCS1D02G338400, TraesCS1D02G405400, TraesCS2A02G083300 and
TraesCS2B02G209100.
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Figure S6. IGV results of 9 RDD sites of TraesCS2D02G179300,

TraesCS2D02G405500, TraesCS3A02G087300 and TraesCS3A02G263900.
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Figure S7. IGV results of 25 RDD sites of TraesCS3A02G263900,

TraesCS3D02G049300, TraesCS3D02G328300, TraesCS4A02G097900 and

TraesCS4A02G107600.
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Figure S8. IGV results of 30 RDD sites of TraesCS4A02G107600,

TraesCS4A02G126700, TraesCS4A02G190500, TraesCS4B02G128700 and
TraesCS4B02G178200.
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Figure S9. IGV results of 18 RDD sites of TraesCS4B02G178200,

TraesCS4B02G248500, TraesCS4D02G140800, TraesCS4D02G207500 and
TraesCS4D02G319400.
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Figure S10. IGV results of 27 RDD sites of TraesCS5A02G073800,

TraesCS5A02G078000, TraesCS5B02G349100, TraesCS6A02G119700 and

TraesCS6A02G119800.
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Figure S11. IGV results of 16 RDD sites of TraesCS6B02G079200,
TraesCS6B02G110300 and TraesCS6B02G148000.
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Figure S12. IGV results of 19 RDD sites of TraesCS6B02G164600,
TraesCS6D02G401900 and TraesCS7A02G119700.



