Table S1 Primers used for PCR amplification and PCR conditions

Exon Primer (5°-3°) Annealing T (°C)
) Forward GGACAGCCCCAGTAGTTAGTA 60°C
Reverse AAAGGAAAAAGCCTCAGGTGG
3 Forward ~ AAGGTCTAAGCCCTCCAGCT 60°C
Reverse CAGTCCACGAAGGATCTG

Table S2. Summary of human PAX9 variants associated with non-syndromic oligodontia
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