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Genes upregulated in embryos injected with insrr MO1 at the 
middle neurula stage (marked by vertical red line)  

Gene 

 Expession 
fold change: 
 insrr MO1/  
 control MO 
 injected 

Temporal expression pattern 

larp6-
like.1.S 

3,70 

fitm2.L 2,78 

frzb.S 2,70 

Supplementary table S1. Temporal expression profiles of  30 selected DEGs from Xenbase online database 
(https://www.xenbase.org)



zpd.L 2,50 

eomes.S 2,44 

tapt1.S 2,27 

xpo6.S 2,17 



ccna2.L 2,17 

patl2.L 2,17 

cer1.S 2,13 

mapre3.S 2,04 



cdk5r2.S 2,04 

neu1.L 2,00 

cdc6.L 2,00 

ccna1.L 2,00 



Genes downregulated in embryos injected with insrr MO1 at the 
middle neurula stage (marked by vertical red line)  

Gene 

 Expession 
fold change: 
 insrr MO1/  
 control MO 
 injected

Temporal expression pattern 

mylfp.L 0,15 

act3.L 0,15 

act2.L 0,15 



myl1.S 0,25 

col2a1.L 0,26 

des.1.L 0,26 

ankrd37.L 0,29 



fbxl22.S 0,30 

tnnc2.L 0,30 

pax6.S 0,30 

des.1.S 0,30 



smyd1.L 0,31 

tnnt3.L 0,32 

nr2f5.S 0,32 

thbs4.S 0,32 




