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Figure S1. Distribution of RISE indexes obtained from the RNA-Seq data. p-values are
from the DEXSeq for exon changes by KCl depolarization. *: >20% change of the
ratio of 555/3SS RISE index by KCI.
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Figure $2. Distribution pattern of 5,062 RISE indexes of 5’SS and 3'SS unselected in pairs from the
nuclear RNA-Seq data (see also Figure 51).



