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Figure S1. Characteristics of five putative conserved motifs in 139 GRFs.



Table S1. Gene information, predicted putative physiochemical properties, NLSs and
subcellular localizations of 139 GRF proteins.

Gene Gene ID Species Prot MW( PI  Predict Predict Predic
name ein  KDa) ed ed ted
len subcell monop biparti
gth ular artite  te
(aa) localiz  NLS NLS
ation (positi  (positi
on) on)
AfGR Azfi s0001.g0  Azolla 625 67.15 6.6 Nucleu - 273
F1 00094 filiculoi 02 1 ]
des
AfGR Azfi s0097.g0  Azolla 801 82.10 6.6 Nucleu - 239
F2 43820 filiculoi 981 6 s
des
AfGR Azfi s0256.g0 Azolla 818 87.30 6.7 Nucleu - 372
F3 60519 filiculoi 616 2 s
des
AtGR AT2G22840 Arabido 530 56.40 9.2 Nucleu - 201;
F1 psis 134 7 s 325;
thaliana 348
AtGR AT4G37740 Arabido 535 58.58 8.8 Nucleu - 232;
F2 psis 489 5 S 256;
thaliana 440
AtGR AT2G36400 Arabido 398 4370 8.5 Nucleu - 4; 149
F3 psis 729 6 s
thaliana
AtGR AT3G52910 Arabido 380 42.53 6.8 Nucleu - 156;
F4 psis 372 7 s 250
thaliana
AtGR  AT3G13960 Arabido 397 44.69 8.1 Nucleu - 86
F5 psis 557 8 S
thaliana
AtGR AT2G06200 Arabido 244 2821 8.8 Nucleu - 85;
Fé6 psis 061 7 s 196
thaliana
AtGR AT5G53660 Arabido 365 4041 8.1 Nucleu - 121;
F7 psis 032 3 S 140
thaliana
AtGR AT4G24150 Arabido 493 54.60 6.4 Nucleu - -
F8 psis 87 4 s
thaliana
AtGR AT2G45480 Arabido 429 48.60 8.3 Nucleu - 92;
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Table S2. Primers used for qRT-PCR

Name Sequences

SpGRF1- CTACAAGTACCTCGACGCCAACG
1;pGRF 1- GGCTTCCACAGGCTTTCTTG
IS{pGRF 2- GGTGCTTCCAAATGGGCTTCG
1;pGRF 2- CAGCGTAGGGATTCAGGAGA
IS{pGRF 3- CCTTCCTCCCTGAACCTGA
1;pGRF 3- ACCCTGTTGGCGTCTGC

IS{pGRF 4- GTTCACGGCGTCCCAATG

1;pGRF 4- GGCGTTTCCACAGGCTTTCT
IS{pGRF 5- CCCATCACTCGCTTCCCTC

1;pGRF 5- CGGCGGGTTTGATGCTG

IS{pGRF 6- CCTTTCACGGCGTCTCAAT
1;pGRF 6- GGGACGGAGATTTCCACAGG
IS{pACT— CCAGATCATGTTCGAGACCTTCAAC
1;pACT— GGAGGGCGTATCCTTCGTAGATG
R




