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Figure S1.

(A, C, E) Table shows the means + standard deviation of the graphs in Figures 2B, 2C, and 2E. The

p-values were calculated by one sample #-test. The signal intensity in the nucleoplasm was used as

100% control.
(B, D, F) Table shows the p-values of the Student’s or Welch’s ¢-test. WT and mutants were compared

in terms of EGFP signal intensities in the nucleolus and the cytosol.




