1 CATATTTCATTTCATTTCAACCCGGTTCCAGAAGCGTCTCTGGCGTCTGTTTCAAACTCCTTTGGTTTATTCCTCTTCTCTGAATTCCAA

91 AACATCTAr\AAACCAGC(.TCTTTCGAGCGCCGCCTTCCCCTCTTGAGGAGTGACTTCAGCGTGATTGACCGCGAGTTCAGCTCGATC
1 MSFERRLPLLRSDTFSVIDRETFS S SI
181 CGCGAAAAGTTTGACCAGGAGATGCGTCTGATGGAGGAGGAGATGAACCGCTTCAGGTCTCAACTGTTGGACCGTGAGGTGCCCCGCATT
25 REKPFDQEMRLMEEEMNRFRSQLTLUDREVPRTI
271 CAGAGCCACAGCACAGCCACCGGCACCGACGGACAGACCACACACAGGTCCGAGGTGAGGACGTGGCTCGACGGACTCAGCTCGCCCCTC
25 Q SHSTATGTDGQTTHRSEVRTWLDGLSSZPL
361 ATACAGGACTCGGACGACGGAAAGAAGCTCAGGCTCAGGTTCGATGTCAGCCAATATCAGCCTGAGGAGATCGTCGTCAAGACAGTAGAC
85 FQbps bbe6 kK KLRLRPEFEDWVYSQY QPEEBIVYYEKTTVD
451 AACAAACTACAGGTTCAAGCCAAACACGAAGAAAAATCTGACACTAAGTCTGTGTACCGCGAGTACAACAGAGAATTCCTCCTTCCCAAG
115 NKLQVYQAKHEEZKSDTIEKSYVYYREYNZREFLLTPIK
241 GGAACAAATCCTGAAATGATCAAATCCTCTCTGTCAACAGATGGCGTCCTCACAGTCGAAGCTCCTCTACCACCAGCTTTAGAAGCAGGC
145 ¢ T NPEMIKSSLSTDGYVETYEAPLPPALEAG
631 GTTCATATG.-’\TACCCATCGAM\ACAAA-AC TTTTTAAAAAATCCATTTTTATATCGTTTACAGAAACTACAAGTTGCTAAAAAATTCG
175 VHMTIZPTIENK ®*®

721 AGTTGTACTGGAAACACATAGTATTTCTTGTAGTTTTATATAAAAATAAAAAAATATTGATGTATTTATCATGGATGAAAATGTTCGACT
811 CATGGATATTTCACGGTATTGGTTCTCTGTAACCGCTTCTGAAATTTTTTTTTATTACAAGTCACCTAATGTCATTAATTTCATTCTTTA
901 TTTCTGTGCCGTAAATTTTCTTGTGATGATGTTAAATTAATGCAGTTCGGCAAATAAAATTACATTCTGAAAAAAAAAAAAAAAAAAAAA
991 AAAAAAA

Figure S1. Nucleotide and deduced AA sequences of PpHSP27 from P. pseudoannulatais. A putative
polyadenylation signal is marked in blue. Characteristic sequences of the small heat shock proteins (sHSP)
family are marked in yellow. Promoters and terminators are marked in green.



1 GTTACAATTTTCGGCTCCTGAGCCGCACATGCTTTTTGATAATTTACTATAGGGGCTCTCTGCTTCAGTATTGACACTTCTTACTCCTTT

91 TGTAAATTTGAGTCTAATTTATT’l'TCTCGCTTTATATTTACTTCTATAGGTATAGTTTTA.—'\AGTCATC-TACAGATTACACCATTTAA
1 MYRLUHHL
181 CCCGACCTCTCTCTCGACAAATATCATGGAGTATTAGAAGAAATTATGCTAAAGATGTCAAATTTGGCCCAGATGTTAGAGCAGCTATGC
8 TRPLSRQISWVWSIRRNYAKDVE KTFGPDVRAAM
271 TACAAGGTGTAGATGTCTTGGCTGATGCAGTTGCTGTAACAATGGGACCAAAGGGTAGAAATGTCATTATTGAACAGTCCTGGGGCTCTC
38 LQ6GVDVLADAVAVTMGP K GRNVITIEA QST WE®GS
361 CCAAAATTACAAAAGATGGTGTTACTGTTGCAAAAGCTATTGAACTTAAGGATAAGTTCCAAAATATTGGAGCTAAACTTGTTCAAGATG
68 PKITI KDGVTV AKATIELI KDIEKTFQNTIGAI KTLUVQD
451 TTGCAAATAATACTAATGAAGAAGCAGGAGATGGTACAACAACAGCTACAGTATTAGCAAGAGCAATTGCTAAAGAAGGATTTGAAAAAA
98 VANNTNEEAGDGGTTTA ATV VL ARATIAIKESGTFEHK
941 TTAGCAAAGGAGCTAACCCAATTGAATTTAGGAAAGGTGTCATGCTAGCTGTTGAAAGAGTTGTTGAAGAATTAAGAAAAAATTCAAAAC
128 I S KG6GANPTIEFRKSGVMLAVERYVVEELTRIKNSHTEK
631 CTGTTACAACTCCAGAAGAAATAGCCCAGGTTGCTACAATTTCTGCAAATGGAGATAAAACAATAGGTGATCTTATATCTAGTGCTATGA
158 PVTTPEETIAQVATTISANGDI KTTIGDLTIS SS SAM
721 AAAAAGTTGGAAAAGATGGTGTAATTACTGTCAAAGATGGAAAGACATTGAGTGACGAATTAGAAGTTATTGAAGGCATGAAATTTGATA
188 K KVG6KDGVITVKDGI KTLSDETLEVTIETGMEKTFD
811 GGGGTTATATATCACCCTATTTCATCAATACAGCTAAAGGTGCCAAAGTTGAATATCAAGATGCTCTAGTTTTGTTTAGTGAAAAGAAAA
218 R6GYISPYFINTAKSGAKYVEYQDALVLTFS SETKHK
901 TATCTAGTGTACAGTCAATTATACCTGCACTTGAATTAGCTAACTCAAAGCGAAAGCCTCTTATAATTGTTGCTGAAGATGTAGATGGTG
248 I 8§88 VQSIIPALELANSIKRIKPLTITIVAEDVDSGEG
991 AAGCTTTAAGTACTATGGTTCTGAACAGGTTAAAGGTTGGTTTGCAAGTAGCTGCAGTCAAAGCTCCTGGTTTTGGAGATAACAGAAAAA
278 EALSTMVLNRLIEKYGLQVAAVKAPGPFG GDNREK
1081 GTACTCTTCATGATATGGCCATTGCTACAGGTGGTATTGTTTTTGGTGATGATGCTGATCTCGTTAAACTAGAGGATGTTCAGCCAACAG
308 S TLHDMATIATGS GIVFG6GDDADLVIEKLTEDVQPT
1171 ATCTCGGAGAGGTTTCTGAAGTTGTTATTACCAAAGATGATACTCTATTGCTTAAGGGAAAGGGCAACAAGCAAGACATTGATAGAAGAA
348 DLGEVSEVVITI KDVDTLILLTE KS GKS GNIZ KU QDTIDTRTR
1261 TTGCTCAAATCAAAGATGAGATTGAACAAACAACGTCCCAGTATGAGAAAGAAAAACTTCAAGAAAGACTTGCAAGGCTATCTAATGGTG
378 I AQI KXKDETIEQTTS SQYEIKEZ KLU QERLARLTSNSGEG
1351 TTGCACTTCTCAAGGTTGGAGGCTCTAGTGAAGTAGAAGTAAATGAGAAAAAGGACAGAGTGACTGATGCATTGAATGCAACCCGTGCTG
408 VALLIKVYGGEGSSEVEVNETI KT KDRYTDALNATTR RA
1441 CGGTTGAAGAAGGAATTGTTGCTGGTGGAGGAACAGCCCTTTTAAGATGCTTACCAGCTCTTGATGAAATTTCTTATGAAAATGAAGACC
438 A VEEGTIVAGG6GG6GTALTVLTRCLPALDTETIS STYENEH?D
1531 AGAAAATTGGTGTTGACATAGTCAGGCGATCTCTGAAGATGCCATGCACACAAATTGCAATGAATGCTGGTGTTGATGCTGCTGTAGTCA
468 Q KIGVDIVRRSLI KMPCTA QIAMNAGVDAAVY
1621 CTCAAAAAGTTCTGGACAACAAAGGTGAATTTGGTTATGATGCATTGCGGGGAGAATATGTAAACATGATTGAAGCTGGAATAATTGATC
498 TQKVLDNIKGETFGYDALI RGETYVNMTIEAGTITID
1711 CTACAAAAGTGGTAAGGACAGCTTTAATGGATGCTGCTGGTGTTGCATCTCTTCTTACTACTGCTGAATCTGTTATTGTTGAAATCCCCA
928 PTKVVRTALMDAAGYVY ASLLTTAES SVIVETILITP
1801 AAGAAGAGAAACCTCCAATGGGTGGTGGCATGGGAGGTATGGGCGGTATGGGTGACTATGGAATG-CAACCTAATCAAATTAGATAGT
358 KEEKPPMGGGMGGEMGGMEGDY 6 M x

1891 TTTGTGCTGAACTTTTAAAATATCAGGAACACTGCAGGACATTACAGTGGCAACATTATGCATTTGAACTCATGCCATTCCAACTGCATC
1981 ATGTCTCACATTGTTTGTTAATTCATTTGTAGAGTCTTATATf

Figure S2. Nucleotide and deduced AA sequences of PpHSP60 from P. pseudoannulatais. A putative
polyadenylation signal is marked in blue. Characteristic sequences of the HSP60 family are marked in
yellow. Promoters and terminators are marked in green.



1 GCATGTGCTATTTCGTCAGACCTTTTACCTTCAGCAATAGTGCTTTGTCCTTGTGC6GTTAAAAGCCGAGTTAAATCGCTTTTCTCGTGT

91 AATTCCTATTTTG TATAGTTCAAGAATTTTTTATATAAACAAANBBCTTAAAATTTTAAGAAATACGAATTCAAATTGTCTTAGATCATC
1 MLEKILRNTNSNCLT RSS
181 CGTTTTAGGCAGTTTCTATG6TTCAAGATTCCTCTCACATCAAGCACATAATAAGGCACTGCTTTATGTTGCCAACAAAAATGGACTTCA
17 VLG6GSFYG6 SRFLSHQAHNEKALLTYVANEKNGESGTLAQ
271 AATGCGATATAAGTCTGATGCTGTTAAAGGAAGTGTCATTGGCATTGATTTG66AACAACGAACTCATG TG TTGCTGTTATGGATGGCAA
47 MRYEKSDAVEKGSVIGIDLGTTNSCVAVMDGEK
361 AACTCCAAAAGTAATAGAAAATTCTGAAGGTTCAAGGACTACACCTTCTGTTGTTGCAATCACAAAAGATGGTGAAAGATTAGTTGGAAT
77 TPEKVIENSEGSRTTPSVVAITEKDGSGETRTLYSEGHM
451 6CCAGCTAAAAGACAAGCTATTACCAATGCAGCTAACACACTTTCTGCCACAAAGCGTTTGATCGGTCGTAGGTTTGAGGATCCTGAGGT
107 PAKRQATITNAANTLS SATEKRLTIGRRTFETDTPEF/V
541 GCAAAAAGACCAGAAAACAGCCTCATTCAAAATAGTTAAAGCATCAAATGGTGATGCTT6GGTTGAAGCTCAAGGGAAAATGTATTCTCC
147 Q KDQKTASFIEKTIVEKASNGDATWYEAQGEKMYSTP
631 AAGCCAAATTGGTGCTTTTATTTTAATGAAAATGAAAGAGACAGCAGAGAGTTGTTTAGGACAAACTG TTAAAAATGCTGTCATTACTGT
177 S QI 6AFILMEKMEKETAES ST CLGQTVENAVITYV
721 TCCTGCATATTTCAATGATTCTCAACGACAGGCAACCAAAGATGCAGGCCAGATTGCAGGACTTAATGTACTTCG TG TAATTAATGAACC
207 PAYPFNDSQRAOQATI KD AGQTIAGLNVLRVYVINETFP
811 TACTGCTGCAGCCTTAGCTTATGGTATTGATAAAACAGATAAAATAATTGCTGTTTATGATTTGGGT6666GTACATTTGATATATCAGT
247 T AAALAYGIDEKTDTEKTITIA

901 TCTTGAAATTCAGAAAGGTGTTTTTGAAGTAAAATCTACTAATGGAGATACTTTCTTGG6TG6TGAAGATTTTGACAATACTCTTGTTAA
277 B E 1 QK6 VFEVEKSTNGDTFLGGEDTFDNTLVN
991 TTATTT66CAAAGGAGTTTAAAAAAGAACAAGGAGTTGATTTATCAAAAGACACTATGGCAATGCAAAGATTAAAAGAAGCAGCTGAAAA
307 YLAKEFEKEKEQGVDLSEKDTMAMOQRLTEKTEA AATEHTK
1081 AGCTAAAATAGAGTTATCTTCATCTGTGCAAACAGATATTAACTTGCCATATCTGACTGTTGATGCAAGTGGACCAAAGCATTTGAATAT
337 AKIELSSSVQTDTINLPYLTVDASGEGPEKUHLNI
1171 AAAATTATCTAGAGCTAAGCTTGAGAGTTTG6T66CTGACCTAATCAAAAGGACAATTGAACCTTGCAAAAAGGCTATATCTGATGCTGA
367 KLSRAKLESLVADLTIEKRTTIEPTC CEKTE KA ATISDATD
1261 T6TGAAAAAAACTGATATTCAAGAAGTAATTTTAGTTG6TGGAATGACTAGAATGCCAAAGG TACAAGAAGTTG TACAAGAAATTTTTGG
397 vikrtor1ofb [NNEEEGEGE ' v oEIFC
1351 AAGAGTCCCTAGTAAATCTGTGAATCCTGATGAAGCTGTTGCTGTT66AGCT6CAATTCAGGGT66TGTTCTTGCTG6TGATGTCACAGA
427 RVPSEKSVNPDEAVAVGAAIQGGVLAGDVTHD
1441 TGTTTTACTTTTAGATGTTACTCCTTTGTCATTG66TATTGAAACTCTTG6T66CGTTTTCACAAAACTTATTACAAAAAATACAACCAT
457 VLLLDVTPLSLGIETLGGVFTEKLTITEKNTTI
1531 TCCAACCAAAAAGAGTCAGATATTTTCTACTGCAGCAGATG66CAGACACAAGTAGAAATTAAAGTATTCCAAGGAGAAAGAGAAATGGC
487 PTKEKSQIFSTAADG G QT QVETILIEKVFAQGETRTEDMNA
1621 TGCAGATAACAAACTTTTAGGACAGTTTTCATTGGTTG66CATTCCACCTGCACCCAGGGGTGTTCCTCAAATTGAGGTTACATTTGATAT
517 ADNEKLLGQFSLVGIPPAPRGSGVPQIEVTTFTIDI
1711 TGATGCTAATGGAATT6TCCAT6TCTCT6CCCGAGACAGAGCTACTG6CAAAGAACAAAACATTG TCATTCAGTCATCTGG TG TTTAAG
547 DANGIVHYSARDRATGEKEU QNTIVIQSSG®GG6L S
1801 TAAAGATGAAATTGAAAATATGATTAAGAATGCTGAGAAATATGCTGAACAAGATAAAATTAAAAAGGAAACAGTTGAAGTTG TCAACCA
577 KDETIENMTIEKNAETIKTYAEOQDEKTITKEKETVETVVNDQ
1891 AGCAGAAGGTATAATTCATGATACGGAATCTAAGATGGAAGAGTTTAAGAGCCAGTTACCTGAAGAAGAGGTTACAAACATCAAAAACAA
607 AEBEGIIHDTESE KMETETFTE KSOQLPETEEVTNTITEKTNEK
1981 AATTAATGAAGTTAGGCAATTAATTACAAACAAAGATCAAGAGTCACCAGAAACATTGCGTAAAGCAACACAAGAACTACAGCAAGCATC
637 I NEVRQLTITNEKDA QES SPETLRIEKATO QETLG QAQ QA AS
2071 TCTGAAGTTGTTTGAAGCTGCTTACAAAAAGATGGCTAATGAAAGGCAAGGTG6TTCAACAGAAAGCAGTAGCAGTGAAAGTTCAAGTAC
667 LKLFEAAYEKEKMANERO QGGSTESSSSESSST
2161 TGAAGAAGCCEAAAAGAAAGAAGAAAAAAA T TAAG AAATCATG AAATTTTATG TG T66GACTGATTCCAATAGCTGGCTATATATA
697 EEAEKTEKETET KN x

2251 TATTGCCATTTT6CCT6TGCTGTGCATTAAGAAACGTCATTG TAATATTTAAG TAATCAAAAGATG TTGATTACTGCAGAACCACTTGCA
2341 TTGTATTATAGCTCATCATTAACTCTGTAGATAAAAGATGTCTAAAAAATTAATAR

2431 AAAAAAAA

Figure S3. Nucleotide and deduced AA sequences of PpHSC70 from P. pseudoannulatais. A putative
polyadenylation signal is marked in blue. Characteristic sequences of the HSP70 family are marked in
yellow, violet, and red. Promoters and terminators are marked in green.



Figure S4. Agarose gel electropherogram of P. pseudoannulatais RNA.
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Figure S5. Agarose gel electropherogram of PpHSP27, PpHSP60, and PpHSC70 intermediate fragments
polymerase chain reaction (PCR) products. (A) PpHSP27, (B) PpHSP60, and PpHSC70.
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Figure S6. Agarose gel electropherogram of PpHSP27, PpHSP60, and PpHSC70 untranslated region
(UTR) PCR products. (A) PpHSP27 3'(UTR), (B) PpHSP60, and PpHSC70 3' UTR. (C) PpHSP27, PpHSP60,

and PpHSC70 5" UTR.
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Figure S7. Agarose gel electropherogram of PCR products of qPCR primers.
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Figure S8. Agarose gel electropherogram of dsRNA.



