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Figure S1: Molecular function Go enrichment of label free quantified membrane proteins in leaf and root tissues. (a) is
showing the up-regulated membrane proteins functional enrichment analysis against salt stress in leaf. (b) is showing
the down-regulated membrane proteins functional enrichment analysis against salt stress in leaf. (c) is showing the
up-regulated membrane proteins functional enrichment analysis against salt stress in root. (d) is showing the down-
regulated membrane proteins functional enrichment analysis against salt stress in root.
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Figure S2: Molecular function Go enrichment of salt stress induced membrane proteins from leaf and root tissues. (a)
is showing the molecular function associated terms of membrane proteins induced from leaf upon salt stress. (b) is
showing the molecular function associated terms of membrane proteins induced from root upon salt stress.



