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Figure 1 Cloning of PmMYB7gene 

Note: (M: NormalRunTM 250 bp-II DNA ladder). 1. PCR amplification product of the intermediate fragment; 2. PCR 

amplification product of the 3' RACE fragment; 3. PCR amplification product of the 5' RACE fragment. 4. Cloning 

of the ORF fragment.  

 

 

 
Figure 2 Proportions of amino acids in the PmMYB7 protein. 

The predicted secondary structure includes chiefly 60.43% random coil and 30.21% α-helices. 
There are 42 negatively charged residues (Asp + Glu) and 43 positively charged residues (Arg + 
Lys) in the protein structure. The 20 amino acids and their proportions are shown in Fig 2. 

8%
7%

5%

6%
1%

3%
6%

7%
3%3%9%

5%
2%2%

8%

11%

4%
2%2%

8%

Ala (A) Arg (R) Asn (N)
Asp (D) Cys (C) Gln (Q)
Glu (E) Gly (G) His (H)
Ile (I) Leu (L) Lys (K)
Met (M) Phe (F) Pro (P)


