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Figure S1. Percentage of patients out of normal range for IL-6 and ferritin data, for all patients and according 

to gender in COVID-19 and long-COVID group. 

Figure S2. Gene expression levels of 5-lox in a nasopharyngeal swab of COVID-

19 patients (n=15) were analyzed using quantitative RT-PCR. Data reported in 

this figure are the mean ± SE of two independent experiments ( **p<0.01).  
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The bioinformatical tool Ingenuity Pathway Analysis (IPA) highlighted via “Diseases and Functions” analysis 

the downstream involvement of an oxidative stress-related biological function, named “Metabolism of 

hydrogen peroxide”, which turns out to be associated with high statistical significance as stated by low overlap 

p-values in both comparisons of lymphocytes protein cargo between COVID-19 patients and controls (1.5 · 10-

8 and 1.7 · 10-10, respectively for CD19+ and CD3+ lymphocytes). The prediction of the activation state by z-

score estimation suggests an overall trend of upregulation of the function mentioned above for both CD19+ 

and CD3+ lymphocytes in Covid-19 patients versus controls, however the prediction is shown to be associated 

with statistical significance only in CD19+ cells (z-score in CD19+ lymphocytes from the comparison 

patients/controls: 2.6; z-score in CD3+ lymphocytes from the comparison patients/controls: 0.7). The 

Supplementary Figure 3 shows the upregulation of “Metabolism of hydrogen peroxide” in CD19+ 

lymphocytes from COVID-19 patients versus healthy controls, as qualitatively displayed by the orange color 

of the function at the bottom of the interaction network, which appears to be justified and predicted by the 

differential expression of the specific dataset proteins above. 

 

 

 
 

 

Figure S3. Downstream activation of metabolism of hydrogen peroxide in CD19+ lymphocytes from Covid-

19 patients versus controls. Numbers below each dataset protein represent the protein expression ratios. For 

dataset proteins, reddish colors stand for increased measurements, greenish colors for decreased ones. Orange 

arrows indicate a predicted activated relationship, yellow arrows display inconsistent findings with the state 

of the downstream function, grey arrows represent a not predicted effect. 

 
 

 

 

 

 

 

 
 

 

 

Table S1. List of reagents Keys: Allophycocyanin (APC); Brilliant Violet (BV). 

Detection Fluorochrome Vendor Ab Clone Catalog 
Amount 

for test 

CD3 

     

APC BD Biosciences HIT3a 555342 10 l 

     

CD19 

 

BV421 

 

BD Biosciences 

 

HIB19 

 

562441 

 

5 l 

     




