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Figure S1. Correlation chart of the top 50 different metabolites. A. S1 vs. S0. B. W1 vs. W0. Note:
The red shape indicates a positive correlation and the blue shape indicates a negative correlation.
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Figure S2. Nine-quadrant diagram of gene and metabolite correlation analysis. A. S1 vs. SO. B. W1
vs. W0. Note: In quadrant five, the gene and metabolite were not differentially expressed; in quad-
rants three and seven, the differential expression pattern of genes and metabolites was consistent;
in quadrants one and nine, the differentially expressed patterns of genes and metabolites were op-

posite.
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Pathway name

Pathway name

S1vs. SO

Tyrosine metabolism 4

Taurine and hypotaurine metabolism

Pyruvate metabolism -

Purine metabolism

Phenylalanine, tyrosine and tryptophan biosynthesis
Phenylalanine metabolism 4

Pentose phosphate pathway

Glyoxylate and dicarboxylate metabolism 4
Glycolysis / Gluconeogenesis 1

Glycine, serine and threonine metabolism 4
Galactose metabolism

Citrate cycle (TCA cycle) 4

Arginine and proline metabolism+

Carbon metabolism q

Butanoate metabolism 4

Biosynthesis of amino acids q

Ascorbate and aldarate metabolism 1

Arginine biosynthesis q

Alanine, aspartate and glutamate metabolism 4

ABC transporters 4

Tyrosine metabolism -

Tryptophan metabolism

Taurine and hypotaurine metabolism -
Pentose phosphate pathway+

Starch and sucrose metabolism

Arginine and proline metabolism-

Pyruvate metabolism 4

Phenylalanine, tyrosine and tryptophan biosynthesis -
Phenylalanine metabolism

Glycine, serine and threonine metabolism 4
Pantothenate and CoA biosynthesis
Alanine, aspartate and glutamate metabolism-
Lysine biosynthesis 4

Glutathione metabolism 4

Carbon metabolism 4

Citrate cycle (TCA cycle)q

Biosynthesis of amino acids 4

beta—Alanine metabolism

Ascorbate and aldarate metabolism 4

ABC transporters
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Figure S3. KEGG enrichment analysis of differentially expressed genes and differentially accumu-
lated metabolites. A-B. Venn diagram of KEGG enrichment analysis in S1 vs. S0 and W1 vs. WO0. C-
D. Bubble diagram of KEGG enrichment analysis in S1 vs. SO and W1 vs. WO0.



