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Supplemental Figure S1. Pgp conformational changes probed by acrylamide quenching 

of tryptophan residue fluorescence. (S1A) Stern-Volmer plot of NATA (dash-dotted line), 

and ApoPgp (dashes). (S1B) Stern-Volmer Plot of ApoPgp (dashes) and Pgp in the 

presence of saturating (3.2 mM) AMPPNP (short-dashes). 
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Supplemental Figure S2. Histograms of Pgp + CPTs. (A) TPT, (B) IRT, and (C) SN-38. 

The right panels show histograms of all analyzed particles. The C-side apo data (middle panels; 

solid black line) is fitted using the Bayesian information criterion to determine the appropriate 

number of Gaussian distributions. Individual Gaussian distributions (solid gray lines) are summed 

together to form the model fit (dashed gray lines). Left panels display the +CPT conditions. 

Raw data is portrayed as a black line, with individual Gaussians (solid-colored lines) and 

summary fits (dashed colored lines) overlaid. All peak positions and weights are presented to the 

left of the graphs.  


