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Figure S1. Effects of Beauveria bassiana on bacterial abundance in L. migratoria. 

Means ± SE within a column followed by the same upper letter were not statistically different (p < 

0.05). 

 
Figure S2 Inhibition of growth of Beauveria bassiana by bacteria. 

A. Independent colonies of bacteria or B. bassiana. B. Growth of B. bassiana on a culture medium 

filled with bacteria. C. Growth of bacteria on a culture medium filled with B. bassiana. 



 

Figure S3 Effect of vivo bacteria of Locusta migratoria and Beauvaria bassiana strains (BbBJ 

and BbHN1) co-inoculation on locust survival. 

The log-rank (Mantel-Cox) test method in GraphPad 5 software was used to analyze the 

differences among the survival curves. “*” is significantly different at 0.05 level. 

 

Table S1. LT50 of the three regionally B. bassiana strains against locust nymphs. 

Strains LT50 (d) 

BbBJ 7.17±0.15b 

BbZJ1 5.87±0.34a 

BbHN1 7.86±0.39b 

Note: Means ± SE within a column followed by the same upper letter were not statistically 

different (p < 0.05). The LT50 were analyzed using the probit analysis in SPSS 16 software. 



Table S2. Reference sequence information. 

Strains Species GenBank Percent identity (%) 

LM 5-2 Enterobacter aerogenes LC066142.1 99.54 

LM 5-4 Raoultella ornithinolytica MT568560.1 99.31 

LM 5-13 Citrobacter freundii MK299996.1 99.31 

 


