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Reference sequence (1): Vitvil4ge2865
Identities normalised by aligned length.

Colored by: identity

cov

1 Vitvil4ge2865 100.0%

2 Vitvil4gelles 92.1%

3 NA1 79.4%

4 Vitvil4gellee 80.7%

5 Vitvil4gel1e8e0  96.9%

6 Vitvil4gele75  96.9%

7 Vitvil4ge1113  96.9%

8 Vitvildgele82  96.9%

9 Vitvil4goe4720  96.9%

10 Vitvil4ge1e96  96.9%
11 NA2 96.9%

=
N

Vitvildgea724  96.9%

13 Vitvil4ge1112 96.9%
14 Vitvil4g02863 96.9%
15 Vitvil4ge2864 96.9%
consensus/100%
consensus/90%
consensus/80%
consensus/70%
cov
Vitvil4go2865 100.0%
Vitvil4gel1es8 92.1%
NA1 79.4%

Vitvil4gellee 80.7%
Vitvil4gele8e  96.9%
Vitvil4gele75 96.9%
Vitvil4ge1113  96.9%
Vitvil4ge1e82  96.9%
Vitvil4goe4720  96.9%
Vitvil4gele96  96.9%

=
O VOO NOUVTEA WNR

11 NA2 96.9%
12 Vitvil4gea724 96.9%
13 Vitvil4goel1112 96.9%
14 Vitvil4go2863 96.9%
15 Vitvil4ge2864 96.9%
consensus/100%
consensus/90%
consensus/80%
consensus/70%
cov
Vitvil4ge2865 100.0%
Vitvil4golles 92.1%
NA1 79.4%

Vitvil4gollee  80.7%
Vitvil4gele8e  96.9%
Vitvil4gele75  96.9%
Vitvil4ge1113  96.9%
Vitvil4goele82  96.9%
Vitvil4ge472e0  96.9%
Vitvil4goe1e96  96.9%
NA2 96.9%
Vitvil4ge4724  96.9%
Vitvil4ge111l2  96.9%

VWoONOOUVTDA WNER

PR PR
WNR®

14 Vitvil4ge2863 96.9%

15 Vitvil4go2864 96.9%
consensus/100%
consensus/90%
consensus/80%
consensus/70%

cov

Vitvil4ge2865 100.0%

Vitvil4go11e8 92.1%

NA1 79.4%

Vitvildge1lee 80.7%
Vitvil4ge108e  96.9%
Vitvil4ge1075  96.9%
Vitvil4ge1113  96.9%
Vitvil4ge1e82  96.9%
Vitvil4gea72e0  96.9%
10 Vitvil4ge1e96  96.9%
11 NA2 96.9%
12 Vitvil4gea724  96.9%
13 Vitvil4ge1112  96.9%
14 Vitvil4ge2863  96.9%
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_____________ MIKNMVINTLACIALLAM

MView

CVAV

LASVSDPSPL \'

------------- MESILVKHRTPLP-PALPISLA----------FTPRTFGTIALL
------------- MLQL----- == mmmmmm e e e
------------- M-------LQC----------ceccmcccccccaaae-----ERV
MSMSSFRWATIALRCIRRGINTLACIALLAM LASASDPSPLODFCVAV! \'
————————————— MIKKMVVNTLASIPLLAMSFFLAFASDPSPLODFCVAV \'
------------- MKKMVVNTLACIALSAM LASASDPSPLODFCVAV \'
————————————— MIKKMVVNTLACIALSAMSFFLASASDPSPLODFCVAV \'
------------- MIKKMVINTLACIALLAM LASASDPSPLODFCVAV \'
————————————— MIKKMVINTLACIALSAMSFFLASASDPSPLODFCVAV \'
------------- MIKKMVINTLACIALLAM LASASDPSPLODFCVAV \'
------------- MKKMVINTLACIALLAM LASASDPSPLODFCVAV! \'
————————————— MIKKMVINTLACIALLAMSFFLASASDPSPLODFCVAV \'
------------- MKKMVINTLACIALSAM LASASDPSPLODFCVAV \'
————————————— MIKKMVINTLACIALSAMSFFLASASDPSPLODFCVAV \'
............. e tiiiiiiiitteeeaeeocescessessnssossnsanses
............. M.ph....hts......oiiiiiiiiiiiiieeeeeeaeathl
............. Mcphl1NTLACISL.AM LA.sSDPSPLO-FCVAV \'
............. MIC+MVINTLACIAL . AMSFFLASASDPSPLODFCVAV \'

1 . . .

VLG LESMVTOANVAQIPELNTLGISLARVDYAPYGLNPPHTYPRATEILTVL
RVPGN LGSMVTPANVAQIPDLKTLGISLARVDYAPYGLNPPHTHPRATEILTVL
RVPGN LGSMVTPANVAQIPDLKTLGISLARVDYAPYGLNPPHTHPRDTEILTFL
RVPGN LGSMVTPANVAQIPDLKTLGISLARVDYAPYGLNPPHTHPRDTEILTFL
RVPGN LGSMVTPANVAQIPGLNTLGISLARVDYAPYGLNPPHTHPRATEILTVL
RVPGN VGSMVTPANVAQIPGLNTLGISLARVOYAPYGLNPPHTHPRATEILTVL
RVPGN VGSMVTPANVAQIPGLNTLGISLARVODYAPYGLNPPHTHPRATEILTVL
RVPGN VGSMVTPANVAQOIPGLNTLGISLARVODYAPYGLNPPHTHPRATEILTVL
RVPGN LGSMVTPANVAQIPGLNTLGISLARVDYAPYGLNPPHTHPRATEILTVL
RVPGN LGSMVTPANVAQIPGLNTLGISLARVDYAPYGLNPPHTHPRATEILTVL
RVPGN VGSMVTPANVAQIPGLNTLGISLARVDYAPYGLNPPHTHPRATEILTVL
RVPGN VGSMVTPANVAQIPGLNTLGISLARVDYAPYGLNPPHTHPRATEILTVL
RVPGN VGSMVTPANVAQIPGLNTLGISLARVDYAPYGLNPPHTHPRATEILTVL
RVPGN VGSMVTPANVAQIPGLNTLGISLARVODYAPYGLNPPHTHPRATEILTVL
RVPGN VGSMVTPANVAQIPGLNTLGISLARVOYAPYGLNPPHTHPRATEILTVL
pV.Gp 1tSMVT . ANVAQIPtLp TLGISLARVDYAPYGLNPPHTAPRSTEILThL

VPG 1GSMVTPANVAQIPsLpTLGISLARVDYAPYGLNPPHTHPRSTEILThL

VPG 1GSMVTPANVAQIPSLNTLGISLARVDYAPYGLNPP PRATEILTVL

VPG 1GSMVTPANVAQIPGLNTLGISLARVDYAPYGLNPPHTHPRATEILTVL

. . . 2 .
GDVFIFLEGLI LNV AVAIAAL LGVITIANAVFGSKPAISADVL
GDVFVFPEDLIHFQLNVEKTKAVAIAAL PGVITIANAVFGSKPAISADVL
GDVFVFPEDLI LNVE AVAIAAL PGVITIANAVFGSIKPAISADVL
GDVFVFPEDLI LNVE AVAIAAL PGVITIANAVFGSKPAISADVL
GDVFVFPEGLIHFHLNVGKTKAVAIAAL PGVITIANAVFGSKPAISADVL
GDVFVFPEGLI LNVG AVAIAAL PGVITIANAVFGSKPAISADVL
GDVFIFPEGLIHFOQLNVGKTKAVAIAAL PGVITIANAVFGSKPAISADVL
GDVFVFPEGLI LNVG AVAIAAL PGVITIANAVFGSKPAISADVL
GDVFVFPEGLIHFQLNVGKTKAVAIAAL PGVITIANAVFGSKPAISADVL
GDVFVFPEGLI LNVG AVAIAAL PGVITIANAVFGSKPAISADVL
GDVFVFPEGLI LNVG AVAIAAL PGVITIANAVFGSKPAISADVL
GDVFVFPEGLIHFOQLNVGKTKAVAIAAL PGVITIANAVFGSKPAISADVL
GDVFVFPEGLI LNVG AVAIAAL PGVITIANAVFGSKPAISADVL
GDVFVFPEGLIHFOQLNVGKTKAVAIAAL PGVITIANAVFGSKPAISADVL
GDVFVFPEGLI LNVG AVAIAAL PGVITIANAVFGSKPAISADVL
GDVF1F.ESLIHFpLNVEKTKAVAIAAL .GVITIANAVFGSKPAISADVL
GDVF1FPESLI LNV AVAIAAL PGVITIANAVFGSIKPAISADVL
GDVFVFPEGLIHFQLNVEKTKAVAIAAL PGVITIANAVFGSKPAISADVL
GDVFVFPEGLI LNVG AVAIAAL PGVITIANAVFGSIKPAISADVL

] 241
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16/01/23, 19:00 MView

15 Vitvil4go2864 96.9% 91.4% -
consensus/100%
consensus/90%
consensus/80%
consensus/70%
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Consensus pattern definitions

Consensus patterns are based on equivalence classes, that is, sets of residues that share some
predefined property. These classes are not mutually exclusive and the consensus mechanism
will choose the most specific class that summarizes a given column at the desired percent

identity.

The default for protein alignments is called P1 and is defined by physicochemical property as

follows:

[P1]

#Protein consensus: conserved physicochemical classes, derived from
#the Venn diagrams of: Taylor W. R. (1986). The classification of amino

acid
#conservation.
#description =>
& =>
A =>
C =>
D =>
E =>
F =>
G =>
H =>
I =>
K >
L =>
M >
N =>
P >
Q =>
R >
S =>
T >
\ =>
W >
Y =>
alcohol =>
aliphatic =>
aromatic =>
charged =>
hydrophobic =>
negative =>
polar =>
positive =>
small =>
tiny =>
turnlike =>

Theor. Biol. 119:205-218.
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Percent Identity Matrix - created by Clustal2.1

1 2 3 4 5 6 7 8 9 10 1 12 13 14 Protein lenght
1 Vitvil4g02865 228
2 Vitvil4g01108 79.52 210
3 NA1 88.4 97.24 181
4 Vitvil4g01106 88.59 95.65 100 184
5 Vitvil4g01080 89.59 83.81 93.37 93.48 234
6 Vitvil4g01075 89.59 85.24 93.92 93.48 94.12 221
7 Vitvil4g01113 90.05 83.33 92.27 92.39 94.12 95.93 221
8 Vitvil4g01082 90.5 84.76 93.92 94.02 95.48 97.29 98.64 221
9 Vitvil4g04720 92.31 85.24 95.03 95.11 96.83 97.29 96.83 98.19 221
10 Vitvil4g01096 91.86 85.24 95.03 95.11 96.38 96.83 97.29 98.64 99.55 221
11 NA2 91.86 84.76 94.48 94.57 96.38 97.74 97.29 98.64 99.55 99.1 221
12 Vitvil4g04724 91.86 84.76 94.48 94.57 96.38 97.74 97.29 98.64 99.55 99.1 100 221
13 Vitvil4g01112 91.86 84.76 94.48 94.57 96.38 97.74 97.29 98.64 99.55 99.1 100 100 221
14 Vitvil4g02863 91.4 84.76 94.48 94.57 95.93 97.29 97.74 99.1 99.1 99.55 99.55 99.55 99.55 221

15 Vitvil4g02864 91.4 84.76 94.48 94.57 95.93 97.29 97.74 99.1 99.1 99.55 99.55 99.55 99.55 100 221



