Supplemental Table S3
The 224 genes differentiating responders and nonresponders in the PCR dataset and their performance in the RFS dataset

Only two genes, labeled with green font and highlighted, were significant in both datasets. For the rest of the genes in the RFS dataset, the association
was either nonsignificant or the direction was reversed (Fold Change < 1); thus, gene expression was higher in responders.

PCR RFS
GENE SYMBOL N_nonresp N_resp  Fold Change MannW_p ROCAUC ROC_AUC_p Fold Change ROC AUC ROC_AUC_p
PRR5 435 199 1.45 2.78E-19 0.722 0 1.09 0.574 0.043
PARP16 435 199 1.45 7.89E-19 0.719 0 1.13 0.587 0.021
UBA1 435 199 1.45 7.65E-17 0.706 0 0.93 0.594 0.013
PNPLAG 435 199 1.45 7.2E-16 0.699 0 1.07 0.54 0.18
TESK2 435 199 1.45 1.89E-15 0.697 0 1.02 0.509 0.42
ALOX15B 435 199 1.45 3.49E-14 0.687 1.1E-16 0.42 0.519 0.34
ACTN4 435 199 1.45 1.1E-12 0.676 3.1E-13 1.05 0.537 0.19
EMP3 435 199 1.45 5.93E-10 0.653 2.1E-11 1.32 0.6 0.0087
BAP1 435 199 1.46 5.5E-19 0.72 0 0.98 0.524 0.3
MCRS1 435 199 1.46 7.05E-19 0.719 0 0.86 0.656 0.000094
GNAI2 435 199 1.46 7.18E-18 0.713 0 0.93 0.551 0.12
COX10 435 199 1.46 9.45E-18 0.712 0 1.08 0.566 0.066
SAPS1 435 199 1.46 3.23E-17 0.709 0 0.96 0.517 0.35
REEP4 435 199 1.46 1.07E-16 0.705 0 1.05 0.551 0.13
MIIP 435 199 1.46 3.35E-16 0.702 0 1.21 0.661 0.000037
PPP2R5D 435 199 1.46 4.48E-16 0.701 0 1.12 0.586 0.025
SREBF2 435 199 1.46 7.03E-15 0.692 1.1E-16 1.06 0.514 0.37
RAP1GAP 435 199 1.46 9.72E-13 0.676 1.5E-14 0.92 0.503 0.47
RHOT2 435 199 1.46 1.76E-11 0.666 4.6E-15 0.77 0.637 0.00068
PTGES 435 199 1.46 7.96E-08 0.633 9.6E-09 0.85 0.509 0.43
MGRN1 435 199 1.47 1.46E-20 0.73 0 0.92 0.586 0.027
IMPDH1 435 199 1.47 1.06E-18 0.718 0 1.11 0.574 0.047
AVPI1 435 199 1.47 6.12E-18 0.713 0 1.21 0.634 0.0005
PXN 435 199 1.47 9.76E-18 0.712 0 1.09 0.575 0.047
RMND5B 435 199 1.47 1.58E-17 0.711 0 0.91 0.607 0.0087
CEP250 435 199 1.47 2.29E-16 0.703 0 1.07 0.546 0.15
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0.642
0.708
0.756
0.622
0.657
0.7
0.711
0.71
0.671
0.662
0.699
0.641

9.6E-14

1.1E-08
9.7E-10
1.2E-14
5.4E-12
6.7E-16
1.1E-10

7.1E-10

0

0
0.00000007
1.9E-11

0

0

0

7.4E-14
6.1E-11

3.1E-10

0.31
1.27
1.49
1.26
0.40
1.96
0.48
1.85
1.37
0.31
1.79
0.34
1.31
0.68
0.62
0.39
1.27
0.54
0.92
0.24
19.55
2.20
6.72

0.635
0.594
0.635

0.61
0.646
0.547
0.605
0.533
0.558

0.65

0.58
0.639
0.604
0.645
0.607
0.505
0.554
0.542
0.503
0.606
0.567
0.504
0.571

0.0011
0.014
0.00063
0.0046
0.00037
0.14
0.011
0.22
0.097
0.00033
0.033
0.00097
0.0074
0.00055
0.011
0.46
0.12
0.19
0.48
0.014
0.069
0.46
0.057



