Figure S2 DAVID et al.
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Figure S2 : mRNA enrichment in polysomes of tm-treated versus untreated cells, with or without
MRPS15 immunoprecipitation.

mRNA fold change of input (a) or MRPS15 elution (b) samples were compared between treated (tm) and
untreated (NT) condition and represented in histograms. Data represent at least 3 independent biological
replicates for each condition; *p<0.05, **p<0.01, ***p<0.001, ****p<0.0001.



