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Abstract: The monocyte–macrophage lineage of inflammatory cells is characterized by significant
morphologic and functional plasticity. Macrophages have broad M1 and M2 phenotype subgroups
with distinctive functions and dual reno-toxic and reno-protective effects. Macrophages are a major
contributor to injury in immune-complex-mediated, as well as pauci-immune, glomerulonephritis.
Macrophages are also implicated in tubulointerstitial and vascular disease, though there have not
been many human studies. Patrolling monocytes in the intravascular compartment have been
reported in auto-immune injury in the renal parenchyma, manifesting as acute kidney injury. Insights
into the pathogenetic roles of macrophages in renal disease suggest potentially novel therapeutic
and prognostic biomarkers and targeted therapy. This review provides a concise overview of
the macrophage-induced pathogenetic mechanism as a background for the latest findings about
macrophages’ roles in different renal compartments and common renal diseases.

Keywords: monocytes; macrophages; dendritic reticulum cells; M1 and M2 phenotypes;
glomerulonephritis; tubulointerstitial nephritis; interstitial fibrosis; tubular atrophy; hypertension

1. Introduction

Mononuclear phagocytic systems include monocytes, macrophages, and dendritic cells.
These are all categorized as cells of myeloid lineage arising from bone marrow precursors,
with subsequent differentiation based on injurious stimuli. Monocytes are one type of
inflammatory cell that account for about 2% to 8% of leukocytes in circulation during the
physiologic homeostatic state. In pathologic conditions, monocytes exit from the circulation
to reside in tissue and are then called “macrophages”. In the tissue, macrophages acquire
additional genetic and phenotypic attributes that enable them to affect many functions.
During this metamorphosis, a subset of macrophages gains a distinctive phenotype, which
includes delicate cytoplasmic processes and the ability to present antigens to the immune-
defense machinery. This type of specialized macrophage is known as a dendritic cell.
Each of these cell types have unique as well as overlapping functions which are critical in
immune homeostasis.

Recent studies demonstrate that a significant population of tissue macrophages are not
of monocytic origin, but develop in situ from various resident cells, including embryonic
stem cells originating from the yolk sac and from fetal liver monocytes. [1,2]. These
tissue-specific macrophages have unique functions depending on the organs or tissue they
inhabit. For example, removal of surfactant is a major function of resident tissue-specific
macrophages in the lung. In the kidneys, tissue-specific macrophages identify immune
deposits by activating the FCγR-IV-dependent response [2]. Macrophages are known
to spearhead effective functioning across different organs through several mechanisms
that are broadly categorized into different mechanistic domains: self-cytokine-mediated
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effects; inflammatory cell-to-cell immunomodulatory functions; immunologic initiation and
modulation, including antigen-presenting role; and immune-protective functions, including
clearance of toxic molecules of immune complexes. These tissue-specific macrophages are
distinct from marrow-derived monocytes, which further differentiates the macrophage
subtypes [2].

There are distinct subtypes of monocytes, dendritic cells, and macrophages, with
specialized though overlapping functions. These subtypes are discussed comprehensively
to provide a broad template in this review, along with the major cytokines and chemokines
that regulate the transformation of these cells. Knowledge of the etiopathogenetic link
and disease mechanisms has evolved based on in vitro cell lines and in vivo studies in
experimental animals, followed by study of human diseases. This review focuses on
monocyte–macrophage transformation and pathogeneses in native kidney disease in hu-
mans, with brief references to the major animal model studies. Rather than being exhaustive,
we provide a general mechanistic framework, and against this background, emphasize
recent findings, findings that remain controversial but pertinent to novel mechanistic
paradigms, and those that may lead to therapeutic or prognostic insights applicable in
renal diseases in humans.

2. Monocytes/Macrophages in Renal Pathology

Renal structure can be compartmentalized anatomically into glomerular, tubulointer-
stitial, and vascular. “Medical” renal diseases, i.e., those unrelated to neoplasms, tend to
selectively involve individual compartments and are predominantly inflammatory (e.g.,
glomerulonephritis, tubulointerstitial nephritis, vasculitis). The inflammatory response in
kidney disease is tightly regulated; inflammation may spontaneously resolve or be persis-
tent with ensuing parenchymal scarring, depending on the underlying disease pathogenesis.
Monocyte–macrophage lineage plays a critical role in the regulation of this inflammatory
response in the kidney.

Although kidney diseases are of vastly different etiology and pathogeneses, a common
feature is the infiltration of the affected renal tissue compartment by inflammatory cells,
among which macrophages—detected by their markers CD68, CD14, and CD163—are a
significant component. Macrophages are identified in most human renal diseases, sug-
gesting a fundamental pathogenetic role across specific disease entities and affected tissue
(Table 1 [3,4] and Table 2 [4–9]). Macrophages are also observed in several renal diseases
in animal models used for pathogenetic investigation [3–9]. Table 3 [10–12], provides
the immuno-phenotypic markers used to identify major macrophage morphologic sub-
types. These markers, however, are not subtype-specific, with a complex overlap between
markers and cell types, highlighting the challenges in the interpretation of functional
significance [2,10].

Table 1. Major renal diseases highlighting the role of CD-68-positive macrophages in human and
animal studies with significant prognostic association [3,4].

Number Renal Disease Renal Compartment Semi-Quantitively
Assessed for CD-68 Positive Macrophages

1 IgA nephropathy [4] Endocapillary hypercellularity [4]

2 Systemic lupus erythematosus nephritis [4] Endocapillary hypercellularity and
tubulo-interstitial inflammation [4]

3 Crescentic glomerulonephritis * [3,4] Extra-capillary macrophage infiltration [3,4]

4 Tubulo-interstitial toxicity * [3] Tubulo-interstitial macrophage infiltration [3]

* CD-68 has been studied in experimental crescentic glomerulonephritis and tubulointerstitial nephrotoxic animal
models as well as in few human studies.
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Table 2. Renal diseases with CD-14-positive monocytes and CD-68- and CD-163-positive
macrophages reported in human studies in correlation with renal outcome on follow-up [4–9].

Number Name of the Disease Entity
CD-68-Positive

Macrophage Density in
Renal Cortex

CD-163-Positive
Macrophage Density in

Both Renal Cortex
and Medulla

CD-14-Positive
Monocyte Density in

Renal Cortex

1 Small vessel vasculitis [4]

a. Higher density of CD-68 in cortex and
CD-163-positive macrophages in both cortex and
medulla compared to healthy controls.

b. High density of cortical CD-68-positive macrophage
predicts shorter renal survival in all diseases
collectively as well as in each disease
independently.

a. No difference
between cases
and controls

b. No correlation with
renal function

2 IgA Nephropathy [4–6]

3 Hypertension [4]

4 Membranous glomerulonephritis [4]

5 Focal segmental glomerulosclerosis [4]

6 Thrombotic micro-angiopathy [4]

7 Minimal change disease [4]

8 Tubulo-interstitial nephritis [4]

9 Diabetic nephropathy [4]

10 Systemic lupus erythematosus [4,7–9]

11 Urinary tract infection [4]

12 Amyloidosis [4]

13 Post-infectious glomerulonephritis [4,9]

14 Thin basement membrane
disease—Alport disease [4]

15 Other diseases * [4]

* Other diseases [4]—C1q/Mesangio-proliferative GN, C3GN, para-infectious mesangio-proliferative GN, light
chain nephropathy, nicotine induced nodular glomerulosclerosis, lupus like nephritis, feto-fetal-transfusion
syndrome, associated multi-organ failure, atypical hemolytic uremic syndrome, tubular dysgenesis. Note: CD-68,
CD-163 and CD-14 have been studied extensively in animal models and are now validated for diagnostic and
prognostic biomarker application in human biopsies as well as for research. CD-68 and CD-163 have cytoplasmic
expression while CD-14 has a nuclear expression. Recent evidence highlights the presence of CD-14 in clear
cell renal cell carcinoma cells in addition to the monocyte lineage. Higher CD-14 expression in the peri-tumoral
immune infiltrate is associated with poorer prognosis. Several studies have documented high density of CD-
68-positive macrophages in tubulo-interstitial region in correlation with poor long term renal survival in IgA
nephropathy and SLE nephritis [4–9].

Table 3. Markers of monocyte/macrophage lineage studied in kidney diseases [10–12].

Cell Lineage Markers

Monocytes/macrophages from hematopoietic stem cells [10,11] CD11b+, CSF1R+, Ly-6C+, Ly-6G−, CX3CR1+, CCR2+

Resident macrophages in kidney [10,11]
(Erythro-myeloid progenitors from yolk sac) CD45+, CD 11b(low), F4/80 (high), Ly-6C(low)

Dendritic cells—CD-103-positive subtype [10,11] CD11c+, MHC-II+, CD 103+, CD11b(low), CX3CR1-,
SIRPα-

Dendritic cells—CD-11b-positive subtype [10,11] CD11b+, CD103−, CX3CR1+, SIRPα+,

Classical monocytes in peripheral blood (Ly6C+ MHCII−) [10,11] CD43(low), CCR2+, CX3CR1(low), CD62L+, TREML4+/−,
MHCII+/−

Non-classical patrolling monocytes (LY6C− MHC II low/−) [10,11] CD43(high), CCR2−, CX3CR1(high), CD62L−, TREML4+,
MHC II+/−

M2a macrophages [12] CD209

M2b macrophages [12] CD86

M2c macrophages [12] CD163

All the above-mentioned immune markers are initially standardized in animal models and subsequently validated
in human research and diagnostic applications.
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2.1. General Mechanisms of Monocytes and Macrophages in Renal Disease Pathogenesis

The broad trajectory of monocyte–macrophage transformation in renal disease patho-
geneses is explained in Figure 1 [2,3]. This pathogenetic pathway highlights a marked
phenotypic and functional plasticity, transitioning from one lineage to another in the kid-
ney. These transitions are mediated by feedback cycles of the chemokines and cytokines
abundant within an inflammatory milieu. Significant knowledge in this area has been
obtained through single-cell RNA sequencing and live cell imaging in experimental animal
models [2].
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Figure 1. General mechanisms underlying the monocyte–macrophage signaling axis during renal
inflammation [2,3]. Key cytokines regulating the differentiation and functional roles of the monocyte–
macrophage lineage are shown. The immunomodulatory roles of the monocyte–macrophage lineage
across various anatomical and functional compartments of the kidney are underscored by its intricate
involvement in renal inflammation.

2.2. Monocytes/Macrophages in Homeostasis and Renal Disease
2.2.1. Classical and Non-Classical Monocytes: Identification and Function in the Kidney

It is important to identify different types of monocytes in order to understand their
different roles in the pathogenesis of glomerulonephritis and tissue damage. Two broad
subgroups of monocytes are recognized in the pathogenesis of renal diseases: classical and
non-classical monocytes. Non-classical monocytes remain within the circulation, move
continuously throughout the viscera, and help patrol the intravascular compartment; thus,
they are also called “patrolling” monocytes (PMos). Classical monocytes {“(migratory
monocyte)”} are programmed to exit the circulation to take up residence in the extravascu-
lar interstitial and parenchymal tissue, where several functions, including phagocytosis,
are accomplished.

CD68 is the commonly used marker for the monocyte–macrophage lineage in tis-
sue sections and flow cytometry, in both human and animal models [11]. CD68, how-
ever, does not distinguish between subtypes of monocytes or macrophages. For sub-
typing of classical and non-classical monocytes, CD16 and CD14 are commonly used
in human studies, with their counterparts Ly6C and CX3CR1 in mouse models [11,13].
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Classical monocytes are CD14hiCD16negCX3CR1lo or Ly6Chi; non-classical monocytes are
CD14loCD16pos or CX3CR1hi. CD43 is another commonly used marker for non-classical
monocytes [14,15]. These antibody markers have helped highlight the transition from non-
classical to classical subtypes, with the identification of an intermediate form of monocytes
during transition [16].

Significant progress has been made in understanding the molecular signals that trans-
form the phagocytic classical monocytes into PMos. The chemokine axis acting through
CCR2 in circulating cells and the tumor-necrosis factor pathway (TNF-TNFR2) in parenchy-
mal cells enter into a CCR2-based autocrine feed-forward loop. This autocrine positive
feedback loop amplifies renal inflammation. This regulates the homeostasis of mono-
cyte subtypes [14]. Classical monocytes, however, undergo differentiation with marked
plasticity. They have the ability to migrate through tissue and antigen-transport to hemato-
lymphoid tissues (e.g., spleen and bone marrow) without further differentiation. Classical
monocytes can also reversibly transform into non-classical PMos. They can maintain their
phenotypic status during inflammation, while simultaneously differentiating into pro-
inflammatory effector cells or a reparative phenotype based on the inflammatory milieu in
the microenvironment.

2.2.2. Macrophage Subtypes: Identification and Function in the Kidney

M1 and M2 macrophages refer to the pro- and anti-inflammatory phenotypic macrophage
subtypes, respectively (Figure 2). Functionally M1 macrophages results in recruitment and
activation of inflammatory cells and response while M2 macrophages has a role in regulation
of tissue healing and resultant fibrosis [2–4]. M2 macrophages are further subclassified into
M2a, M2b, and M2c [2,3]. IL-4 and IL-13 activate M2a macrophages; immune complexes,
lipo-polysaccharides, and Fc-receptor ligands activate M2b; and IL-10, TGF-β, and glucocor-
ticoids activate M2c. M2a subtype results in anti-inflammatory activity of T-helper type 2
lymphocytes regulating tissue healing and fibrosis, while M2b subtype activates T-helper
type 2 lymphocytes and plays a role in immunomodulation. M2c macrophages results in
immunosuppression [2,3].
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The subtyping of M1 and M2 macrophages is derived from in vitro cell culture studies.
These subtypes are in a state of constant flux in an in vivo environment. Based on in vitro
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and animal experimental models, immune markers for macrophage subtypes have been
standardized for human studies. These are used for diagnostic and research studies in
circulating inflammatory cells through flow cytometry or in vivo cellular/tissue localization
in kidney biopsies with immunohistochemistry.

Immunohistochemical staining with CD68 is non-specific for macrophages and can
show cross reactivity with stromal fibroblasts. CD16, CD32, CD80, and CD86 identify
pro-inflammatory M1s, while CD163 and/or CD206 identify the anti-inflammatory M2
subtype in kidney biopsies. CD163-positive M2 macrophages assume a spindle-shaped
morphology and cannot be recognized by light microscopy in the interstitium. Similarly, M1
macrophages are uncommon in healthy human kidney tissue and represent extravasated
monocytes transforming into macrophages. In addition, common M1 markers CD80, CD81
and CD86 do not work in paraffin sections with IHC [4]. M2 macrophages have been
shown to cause irreversible injury to terminally differentiated podocytes [17]. Notably,
there is a dynamic conversion of M1 and M2 phenotypes during renal repair. An imbalance
in this homeostasis, leading to increased M2 macrophages, is associated with an increase in
fibrosis and poor renal outcome.

The increase in CD68-positive macrophage densities in both the cortex and medulla
were found to have strong positive correlation with cortical scarring in the tubuo-interstitial
region in several native kidney diseases in human studies. The increase in CD68 IHC
positivity in renal biopsies had no correlation with levels of acute phase reactants or white
cell count [4]. CD163-positive M2 macrophage density by IHC at the time of initial biopsy
correlated with CD68 density and correlated with the risk of end stage renal disease (ESRD)
in the follow-up, as emphasized by a 4-fold higher risk of ESRD for patients with higher
than median macrophage density [4].

2.3. Dendritic Cells: Identification and Function in the Kidney

The role of dendritic cells overlaps with monocytes and macrophages, particularly
in the renal interstitial region. Dendritic cells are one of the earliest and most critical
antigen-presenting cells in innate immunity. Functionally, dendritic cells overlap with
the monocyte-macrophage lineage of inflammatory cells in the kidney in the role of im-
munosurveillance and phagocytosis (Table 4) [3]. Phenotypically, dendritic cells have
finger-like dendrites, unlike macrophages. In healthy conditions, dendritic cells are present
in several extracellular foci in the interstitial region surrounding the tubules and arteries.
Once dendritic cells identify injurious stimuli in the tubulointerstitial region, they function
in parallel with PMos in the intravascular region in glomeruli and vessels to activate the
inflammatory pathway through several cytokines. Dendritic cells play a critical role in
activating T-lymphocytes and in immune modulation, while macrophages regulate renal
fibrosis and tissue remodeling due to inflammation [18].

Much of what we know about the receptors and cytokines that regulate the functions
of dendritic cells and macrophages was obtained from murine models. In nephrotoxic mice
models, renal dendritic cells induce CD4+ T-cell proliferation with concurrent secretion
of interferon-γ and IL-10 [19,20]. Ly6Gneg renal dendritic cells secrete most of the pro-
inflammatory TNF-α and IL-12 mediators. In nephrotoxic models, tubulointerstitial DCs
release IL-1β through activation of NACHT, LRR, and PYD domains containing protein 3
(NLRP3) inflammasome caspase pathway [21]. Dendritic cell depletion is a major therapeu-
tic target to alleviate renal scarring, with successful results in nephrotoxic experimental
models [22].

Immuno-modulation due to auto-immune, cancer and infections, results in the re-
cruitment of migratory classical monocytes, as well as phagocytic cells such as neutrophils
and M1 macrophages. Depending on the nature and persistence of the injurious stimulus,
T-helper lymphocytes, B cells, and various subtypes of M2 macrophages are activated. M2
macrophages also evolve from bone marrow-derived myeloid cells and have plasticity to-
wards macrophage–myofibroblast transition (MMT) through activation of highly versatile
cytokines, such as TGF-β, transitioning from the acute inflammatory phase of injury to
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progressive fibrosis of the interstitium and reduced regeneration in tubules, resulting in
tubular atrophy [23]. Table 4 highlights the overlapping immuno-phenotype and functions
between dendritic cells and macrophages [3].

Table 4. Overlapping phenotype and functions of dendritic cells and macrophages. The structural
and functional similarity between dendritic cells and macrophages is highlighted, with an emphasis
on the shared and unique antigens, receptors, and cytokines that regulate their development and
function. Expansion of abbreviation of transcription factors regulating macrophages and dendritic
cells—IRF4 and IRF5—Interferon regulatory factors 4 and 5 (DNA binding transcription factor
involved in inflammatory mediation), STAT3 (Signal transducer and activator of transcription 3),
ID2 (Transcription regulator, activated by proinflammatory cytokines; a helix-loop-helix protein that
inhibits the E protein transcription factors E2A, HEB and E2-2. The E proteins play important roles in
B lymphocyte and T lymphocyte lineage specification and commitment, ATF3—master regulating
activating transcription factor 3, involved in modulating metabolism, immunity and oncogenesis,
ZBTB46—zinc finger and BTB containing domain 46 (transcription factor selectively expressed by
classical dendritic cells) [3].

Macrophages Dendritic Reticulum Cells

Functions—Tissue surveillance, secretes cytokines and chemokines, phagocytosis
and cytotoxicity, fibrosis and matrix remodeling

Functions—Tissue surveillance, secretes cytokines and
chemokines, phagocytosis, antigen presentation, T cell

stimulation and immune tolerance

Transcription factors regulating macrophages—IRF4, STAT3 and IRF5 Transcription factors regulating dendritic cells—ID2, IRF8,
ZBTB46, B-ATF-3

Surface markers of inflammatory M1 macrophages—Ly6G, Ly6C, CD62L
Surface markers of dendritic cells—

CCR7, CD103, CX3CR1, CD135, CD1c, CD209Surface markers of anti-inflammatory M2 macrophages—IL4R/IL10R, CD206,
CD163, CD68, CSF-1R, CD14, CD16, CD54, CD32

Shared antigens between macrophages and dendritic cells—CD80 (B7.1), SIRP α, F4/80 (EMR1), MHC II, CD11b, CD86

Against the background of a comprehensive understanding of the pathogenetic roles
of monocytes/macrophages, novel findings are detailed below for specific renal diseases
in which the pathogenetic roles of monocytes/macrophages have been established and
remain an area of intense research interest.

2.4. Glomerulonephritis (GN): Immune Complex Deposits and the Mononuclear Phagocytic System

Immune deposits by themselves do not explain the severity of renal injury, as well as
its progression. The disease manifestations due to immunoglobulins produced by B cells are
not entirely ameliorated by targeted therapies against B cells, particularly in auto-immune
diseases such as systemic lupus nephritis (SLEN). Additionally, several genetic mutations
identified within SLEN have protein products with actions outside of the adaptive immune
system. Similarly, certain types of Toll-like receptors (TLRs), such as TLR-7 and TLR-9,
have been strongly implicated in SLEN. Experimental deletion of both TLR-7 and TLR-9
simultaneously in mouse models results in significant improvement in symptoms with a
reduction of immune complex deposits in the kidney, as well as serum reduction in titers of
anti-dsDNA and anti-nuclear antibodies [24].

Similarly, different mouse models demonstrate an increase in both circulating and intra-
glomerular PMos in the active phases of SLEN, while simultaneously showing the absence
of any significant effect due to T and B cells [15]. Mouse studies on SLEN show that physio-
logic macrophages are essentially confined to the interstitium-surrounding arteries, while
PMos are primarily in the intravascular space in the glomerulus [16]. Several experimental
models have demonstrated increased monocytes in immune-complex-mediated glomeru-
lonephritis before human studies [17]. Intravascular monocytes with unique phenotypes
have also been reported in experimental models of crescentic immune-complex-mediated
glomerulonephritis [15–17].
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2.4.1. Crescentic Glomerulonephritis

Monocytes and macrophages reportedly have a significant role in extra-capillary pro-
liferation in crescentic glomerulonephritis, which manifests with rapidly progressive renal
failure requiring an early diagnosis and prompt immunosuppression to salvage renal func-
tion (Figure 3). Notably, monocytes and macrophages have been correlated with greater
severity of renal dysfunction and proteinuria in crescentic glomerulonephritis; simultane-
ous recovery has been correlated with the amelioration of these cell lineages [13]. Significant
scientific evidence suggests that the monocyte–macrophage lineage plays a pathogenic role
in the active phases of crescentic glomerulonephritis. Tremendous attention has been aimed
at developing new therapeutic agents to reduce acute injury by the monocyte–macrophage
lineage and thus prevent progression to chronicity [13,25].
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Figure 3. CD68 in crescentic experimental rat models: Section shows cellular crescent in a glomerulus
from experimental rat models with prominent extra capillary proliferation in the Bowman’s space,
partially obliterating the glomerular tuft (left—Hematoxylin and Eosin stain, ×400). Section on
the right pane highlights CD68-positive macrophages in the glomeruli from the crescentic glomeru-
lonephritis in rat model (right—diaminobenzidine stain, immunohistochemistry with CD68, ×200).
Crescentic glomerulonephritis indicates a severe acute form of glomerulonephritis and the image
highlights strong CD68-positive macrophage infiltration in both intra-glomerular as well as extra-
capillary crescentic proliferation in our experimental rat model studies. Higher expression of CD68 in
crescentic glomerulonephritis was correlated with rapid decline in renal function and higher degree
of proteinuria.

2.4.2. Classical and Non-Classical Monocytes in Immune-Complex-Mediated
Glomerulonephritis

Classical monocytes (“migratory” monocytes) and macrophages are shown in high
numbers in immune-mediated crescentic GN, while non-classical PMos are confined to
the intravascular compartment [13–16,25]. PMos are characterized by their ability to move
independently from the direction of blood flow, as well as an inherent ability to adhere to
and crawl on the endothelium without transmigration through the basement membrane
barrier of the capillaries. When PMos identify endothelial injury, such as in immune
complex deposits in glomeruli, they adhere to the endothelium through CD11a/CD18
(β-integrins, LFA1 family). There is a chemokine axis through tumor-necrosis factor α

(TNFα), interleukin 1β (IL-1β), CCL2, ICAM, and others that help retain these PMos in
the glomerular foci with immune deposits. In the presence of an appropriate chemokine
milieu from immune complexes, PMos are retained for a longer time and further stimulate
chemotaxis of neutrophils and classical monocytes. PMos are thus among the earliest
inflammatory cells to be identified in the focus of glomerulonephritis and are detected as
early as day 2 in experimental settings.

The duration of PMos in the glomerulus, rather than their raw number, is associated
with the severity of renal dysfunction. PMos numbers are not directly associated with the
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structural damage or integrity of the glomerular filtration barrier. However, their prolonged
presence in the positive feedback milieu of TNFα and IL1β results in the recruitment and
activation of phagocytic cells, such as neutrophils and classical monocyte–macrophage
lineages, and thus in the corresponding amount of damage to the structural integrity
of glomerulus.

2.4.3. Classical and Non-Classical Monocytes in Pauci-Immune Crescentic Glomerulonephritis

Pauci-immune crescentic GN is typically seen in the setting of anti-neutrophil cytoplas-
mic antibody (ANCA)-mediated necrotizing glomerulonephritis with crescents. Experimen-
tal mouse models demonstrated the role of monocyte-macrophage subtypes in this setting.
The experimental models utilized granulocyte-monocyte colony-stimulating factor (GM-
CSF) to stimulate IL1β to activate classical monocytes highlighting the similarities between
the pathways [13]. The findings were akin to those in immune-complex-mediated GN, with
classical monocytes associated with necrotizing structural damage in the glomerulus.

2.5. Macrophages in Human Proliferative Glomerulonephritis

Macrophages stained with CD68 have helped in understanding the correlation be-
tween the density of macrophage infiltrate and progressive kidney dysfunction and chronic-
ity. Assessment of glomerular cellularity in mesangial and endocapillary regions using
CD68 immunohistochemistry (IHC) has been studied in proliferative glomerulonephritis,
IgA nephropathy (Figure 4), and other immune-complex-mediated glomerulonephritis,
such as infection-related glomerulonephritis and SLE nephritis (Tables 1 and 2). There is
sufficient evidence that an increase in CD68-positive macrophage infiltration is associated
with the severity of renal damage in the active phase of proliferative GN and is also asso-
ciated with poorer long-term renal outcomes [25]. We found evidence of CD68-positive
macrophage infiltration in the foci of endocapillary hypercellularity in renal biopsies of
patients with pauci-immune crescentic glomerulonephritis (Figure 5).
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Figure 4. CD68 in IgA nephropathy: Section shows prominent mesangial and endocapillary hyper-
cellularity in a glomerulus with proliferative glomerulonephritis in a patient with IgA nephropathy
(left top; Periodic acid–Schiff stain, ×200); section in the left bottom pane highlights CD68-positive
macrophages from the same glomerulus (indirect immunohistochemistry with CD68 antibody, di-
aminobenzidine stain); sections in the right top and bottom pane highlights ultrastructural details
of macrophage infiltration in the endocapillary and mesangial region of the same glomerulus, re-
spectively (transmission electron microscopy, uranyl acetate stain). In the example given above,
IgA nephropathy is cited as an example of immune-complex-mediated glomerulonephritis where
prominent macrophage infiltration is identified in the endocapillary and mesangial region. Increase
in endocapillary and mesangial hypercellularity is associated with higher activity of the disease
having greater renal dysfunction and is used in Oxford MEST-C classification prognostic scoring
system of IgA nephropathy.
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Figure 5. CD3 and CD68 in pauci-immune crescentic glomerulonephritis: Section from a patient with
pauci-immune crescentic glomerulonephritis shows cellular crescent in a glomerulus with collapsed
tuft exhibiting focal fibrinoid necrosis (left top pane); left bottom pane and right top pane highlights
infiltration of CD3-positive T lymphocytes and CD68-positive macrophages in the same glomerulus,
×200; right bottom pane highlights ultrastructure of macrophage infiltration in the capillary loop of
the glomerulus from the same patient.

The role of macrophages and their activation of advanced glycation end products,
reactive oxygen species, and inducible nitric oxide synthase (iNOS) have been studied
in several glomerular diseases such as IgA nephropathy, diabetic nephropathy, and C3
glomerulonephritis [3–9,26].

2.6. Monocytes and Macrophages in Tubulointerstitial Injury

Proximal convoluted tubules (PCTs) of the kidney have high metabolic activity and
play a critical role in reabsorption of the high volume of glomerular ultrafiltrate in the
nephron. PCTs are vulnerable to repeated injury due to ischemic and toxic injury and
necrosis. PCTs also have high regenerative capability and repair.

Acute tubular necrosis (ATN) refers to necrosis of the PCTs, manifesting as acute
kidney injury, with a resultant decrease in urine output. ATN is one of the common causes
of acute kidney injury (AKI), with particularly high morbidity and mortality in patients
with other severe co-morbidities and in elderly patients with chronic diseases affecting the
renal reserve. Ischemic and toxic injuries are common, and proximal convoluted tubules
are extremely vulnerable because of their high metabolic activity, oxygen demand, ATP
generation, and rapid reabsorption. Despite being a very common condition, studying ATN
presents significant challenges. One challenge is that renal biopsies are seldom performed
for a pure suspected cause of ATN but are always indicated for other concomitant primary
causes. A second challenge is in the unequivocal identification and quantification of ATN
in renal biopsies.

The renal tubular compartment is a close functional continuum of the interstitial
region. Interstitial inflammation is a common pathology in most human diseases. Distal
convoluted tubules and collecting ducts of the nephron are more prone to injury from
renal casts and inflammation. The inflammatory pathway, as a cause of ATN, is studied
extensively in animal models but is seldom recognized or considered in human renal
biopsies. Thus, there is limited literature on inflammation-mediated ATN in humans.
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A study from Seoul, South Korea, reported a strong association of higher density M1
macrophages with higher stages of AKI and ATN, but most of these patients had recovery
of renal function. Higher density of M2 macrophages at biopsy was strongly associated
with a decline of glomerular filtration rate and renal failure on follow-up, though there was
no correlation of M2 density with ATN or AKI stages [27]. Similarly, in a study on murine
models from Cambridge University, the role of circulating B-cells secreting monocyte
recruiting chemokine, such as CCl2, was reported in ATN. B cells produce CCl7 to facilitate
chemotaxis of neutrophils and monocytes; blocking CCl7 reduced the severity of AKI, as
well as the margination of inflammatory cells. Urine levels of CCl7 were also elevated in
patients with AKI, highlighting the inflammatory pathway in ATN [28].

M2 macrophages are known to play a major role in the coordination of tubular regener-
ation, as well as in maintaining the integrity of renal tubules after injury, highlighting their
critical role in ATN and AKI (Table 5) [3]. Several studies indicate that M1 macrophages
are early responders in glomerulonephritis. With persistence of the injurious stimulus, M1
macrophages get transformed into different M2 subtypes. In addition, M2 macrophages
originating from bone-marrow-derived myeloid cells also play a significant role in the
macrophage to myofibroblast transformation, considered critical in interstitial fibrosis.
We have observed the distribution of lymphocytes and macrophages in several patients
with drug-induced interstitial nephritis (Figure 6). M2 macrophages interact with T-helper
lineage lymphocytes in modulating the immune response in glomerular and tubulointer-
stitial regions. This dynamic interplay of different types of macrophages and monocytes
is regulated by a series of inflammatory chemokines and cytokines, such as IL-6, TNF-α,
TGF-β, CCL-2, and CCL-7, and a plethora of receptor pathways [3].

In addition to their prominent role in glomerular diseases, macrophages, especially
M2 macrophages, have a dynamic regulatory role in the reparative response of tubular
cells in conjunction with interstitial remodeling [17].
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Figure 6. Monocytes and macrophages in tubulointerstitial nephritis.—Sections from a patient
with drug-induced tubulo-interstitial nephritis highlights the density of lympho-plasmacytic and
histiocytic infiltration in the renal interstitium, ×200 (left top pane). Images in the left bottom
and right pane highlights immunoperoxidase stains with CD68, CD3 and CD20 demonstrating the
distribution of macrophages, T and B lymphocytes, respectively in the interstitial infiltrate, ×100.
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Table 5. Type 1 and type 2 macrophages in the interstitium of kidney [3,12,18].

Macrophage Cell Types Role in Renal Disease

M1 macrophages [3]

a. M1 macrophages are derived from monocytes which are recruited
in renal interstitium due to the influence of adhesion and
pro-inflammatory mediators ICAM1, osteopontin, etc.

b. M1 macrophages are implicated in direct renal injury at the level of
proximal and distal tubules, as well as in enhancing antigen
presentation to T lymphocytes, mediated by IL-12 and IL-23

M1 to M2 macrophage transition in interstitium of kidney [3] c. Facilitated by macrophage colony stimulating factor and IL-10.

M2 macrophages [3]

d. Repair of renal tubular injury mediated by Wnt7b and IL22
e. Resolution of tubular and interstitial inflammation mediated by

IL-10 and HO-1
f. M2 macrophages proposed to play a role in trans-differentiation of

pericytes, and myofibroblasts resulting in increased collagen matrix
deposition and interstitial fibrosis. These changes are mediated by
TGFβ, PDGFβ and galectin 3

M2a macrophages [12,18]
g. Activate M2b macrophages, predominantly through T helper cell

mediated pathways

M2b macrophages [12,18] h. Plays a role in immunoregulation

M2c macrophages [12,18]
i. Take part in matrix remodeling due to inflammation, tissue repair,

phagocytosis of degenerated and dead cells

Abbreviations:ICAM1—intercellular adhesion molecule 1, IL—Interleukins, HO1—Haemoxygenase 1, Wnt—wingless
related integration site, TGFβ—Transforming growth factor beta, and PDGFβ—platelet derived growth factor beta.

2.7. Monocytes and Macrophages in the Pathology of Renal (and Extra-Renal) Vasculature

Monocytes and macrophages are implicated in primary arterial hypertension and
are a major area of research in targeted therapeutics. Kidneys are a major regulator of
blood pressure due to the regulation of renin-angiotensin release, intravascular volume,
and electrolytes regulation. Lys6C-positive monocytes and macrophages in the kidneys
promote sodium reabsorption through the NKCC2 co-transporter. Experimental studies
have shown that depletion of monocytes or GM-CSF-derived macrophages can prevent
hypertension induced by angiotensin II, as well as vascular remodeling [29]. IL-6, an
inflammatory cytokine produced by monocytes, has a strong association with arterial
hypertension. IL-1 blockade has been shown in experimental studies to overcome this
pathway of hypertension.

The role of monocytes and macrophages in the pathogenesis of atherosclerosis and re-
modeling of renal vasculature is well known [30]. This leads to increased arterial resistance
and hypertension. In advanced atherosclerotic lesions, there is continuous recruitment of
monocytes to the plaque, which may contribute to plaque rupture and instability [31].

The pro-inflammatory cytokines secreted by resident macrophages in the setting
of chronic kidney disease are known to induce calcium crystallization and are a major
causative factor implicated in the arterial calcification associated with cardiovascular
diseases in the setting of chronic kidney disease [29,30]. Intimal calcification, which is a
major determinant of plaque rupture, acute myocardial infarction, and medial calcification
determines vascular stiffness, intra-arterial pressure (Monckeberg’s medial sclerosis), and
valvular calcification. All of these have been associated with cytokine stimulus from the
monocyte–macrophage lineage [31]. This pathway is considered one of the most important
pathogeneses behind the high cardiovascular mortality in the setting of chronic kidney
disease [29–32].

3. Targeting Macrophages as a Potential Therapeutic Opportunity in Glomerulonephritis

Animal models with AKI caused by ischemia-reperfusion injury, urine outflow ob-
struction, or crescentic and/or proliferative glomerulonephritis have provided valuable
information on pathogenesis and potential therapeutic targets. Several major challenges
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have already been overcome in designing therapeutic targets. Initial challenges were
in the identification of individual subtypes of inflammatory cells from the renal tissue.
This constraint was easily overcome for circulating monocytes with multi-color flow cy-
tometry. Identification of monocyte and macrophage subtypes have also improved with
the advent of highly specific immunohistochemical markers. Together live cell imaging
and single-cell RNA sequencing, led to a recognition of considerable plasticity among
the different lineages in response to injurious stimuli. It was subsequently realized that
immuno-phenotypic identification of monocyte–macrophage subsets is of limited value
unless their functional characteristics are simultaneously studied. With further genetic,
ultrastructural, and immunological studies, the exact cytokine mediators that regulate
this plasticity and pathogenic tissue change were identified and several attempts have
been made to selectively block these cytokines in experimental animal models to attenuate
renal injury.

The other major challenges in this effort are the marked overlap of cytokines in their
regulatory/inhibitory effect on various monocyte/macrophage lineage subtypes and the
promiscuity of the various cytokines and their receptors in different cells and viscera. For
instance, several attempts to target tyrosine kinase receptors in AKI were not successful due
to high toxicity profiles. In view of this inadvertent toxicity, efforts have been redirected
towards highly specific pathways regulating plasticity and activation of monocyte and
macrophage subtypes, rather than targeting individual cytokines (Table 6) [16]. Significant
strides have been made in regulating monocyte-macrophage homeostasis in therapeutic
applications such as monocyte recruitment, monocyte proliferation and M1 to M2 subtype
transition. There is extensive literature for each of these targets and the aim of this review
is to highlight the potential translational research in each of these pathways. [33–55]. It
is beyond the scope of this broad review to individually highlight each of these targets
in detail.

Table 6. Targeted compounds focused on monocyte–macrophage axis in renal diseases in various
stages of clinical trials [17,33–55].

Level of Target in the Monocyte–Macrophage
Activation in Renal Disease Pathogenesis Compounds in Clinical Trials

Recruitment of circulating monocytes in blood to injured
site in renal parenchyma

• CCR2 antagonist (phase III in diabetic kidney disease) [33]
• CCL2, CCL5, CXCL16 and CCL21 inhibition [33–36]
• CCR2, CXCR6, CCR7 and CX3CR1 inhibition [35–40]
• C3aR and C5aR inhibition [41–43]
• SYK inhibition (phase II in IgA Nephropathy) [44]

Monocyte proliferation • CSF1R inhibitor [45]

Inhibition of monocyte to M1 macrophage transition and
proliferation of M1 macrophages

• JNK inhibitor [46]
• SYK inhibition (phase II in IgA Nephropathy [44,47]

M1 macrophage to M2 macrophage transition
• JAK-STAT inhibitor (phase II in Diabetic kidney disease) [48,49]
• IL-4R and IL-13R [48,49]
• Galectin 3 inhibitor (phase IIa in Diabetic kidney disease) [50–52]

M2 macrophage to myofibroblast transition

• Src inhibitor [53]
• JAK-STAT inhibitor [54]
• Smad3 inhibitor [55]
• Asiatic acid and naringenin [38]

Abbreviations used: CCR—chemokine receptor, CCL—chemokine ligands, CXCL—CXC family of chemokine
ligands, C3R and C5R—complement C3 and C5 receptors, SYK—novel spleen tyrosine kinase inhibitors,
CSF1R—colony stimulating factor 1 receptor, JNK inhibitor–C-Jun N-terminal kinase inhibitor, JAK-STAT—Janus
kinase/signal transducers and activators of transcription, IL—interleukins, SRC inhibitor—SRC family of tyrosine
protein kinase inhibitor, Smad3—a family of smad proteins derived from the fusion of Caenorhabditis elegans
Sma genes and the Drosophila Mad (mothers against decapentaplegic) proteins to transduce signals.
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A few studies from our own group exemplify the utility of this strategy. We have
successfully demonstrated the beneficial effect of blocking folate receptor-β activity in
macrophages in mouse models of experimentally induced anti-glomerular basement mem-
brane (anti-GBM) disease. Though approved drugs such as methotrexate and its precursor
aminopterin are already available to target folate receptor activity, they have significant
toxicity and are not the mainstay of treatment. Hence, a novel folic acid-aminopterin conju-
gate (EC-2319) was designed, as a part of this study to selectively deliver the aminopterin
molecule intracellularly through the folic acid receptor, thus overcoming the adverse ef-
fects. The compound was effective in ameliorating AKI and fibrosis in our experimental
model [56].

We also targeted a novel independent pathway in the anti-inflammatory activity of
A2A adenosine receptors in macrophages in experimentally induced anti-GBM disease.
We successfully demonstrated the potential anti-inflammatory property of A2A adenosine
receptors in reducing AKI, as well as progressive renal scarring in proliferative and crescen-
tic glomerulonephritis. We used knock-out mouse models in comparison with wild-type
animal models as controls [57].

4. Translational Value of Monocyte–Macrophage Axis in Diagnostic Clinical
Nephro-Pathology

In a recent multicentric study of 324 renal biopsies from patients with a wide spectrum
of 17 common renal conditions, it was found that an increase in the median count of
CD68-positive macrophages and CD-163-positive M2 macrophages in the renal cortex and
medulla was associated with reduced renal function both at the time of biopsy as well as
poor renal outcome at the long-term follow-up [4]. The increase in cortical CD68-positive
macrophages was associated with increased interstitial fibrosis (IF) and tubular atrophy
(TA) in renal cortex.

In patients with systemic lupus erythematosus and small vessel vasculitis, the densities
of CD68-positive macrophages and CD-163-positive M2 macrophages were associated with
disease activity [4]. Similar results were observed with the higher density of CD68- and
CD163-positive macrophages in the medulla in cases of upper urinary tract infections.
CD14-positive monocytes had no correlation with renal function impairment at the biopsy.

In a study from Peking University hospital, urinary soluble CD163 (UsCD163) levels
were found to be elevated in patients with diffuse proliferative glomerulonephritis and
also with cellular crescent formation. There was no correlation of UsCD163 levels with
acute tubular necrosis and tubulo-interstitial nephritis. This feature highlights the potential
diagnostic utility of M2 macrophages in renal diseases [58].

Endocapillary hypercellularity is a major histopathologic feature in the activity classifi-
cation of class III and class IV lupus nephritis. However, this feature has high inter-observer
reproducibility [59]. Endocapillary hypercellularity is characterized by luminal occlusion
of glomerular capillaries due to infiltration by inflammatory cells. Monocytes have been
reported in significant numbers in immune complex mediated glomerulonephritis such as
lupus nephritis and IgA nephropathy [60,61]. CD68-positive macrophages were utilized as
a surrogate for endocapillary hypercellularity of lupus nephritis in a multi-centric study
performed in the Netherlands and United Kingdom. In an interesting observation, they
found that glomeruli with ≥7 CD-68 positive macrophages had a good concordance for
endocapillary hypercellularity in lupus nephritis. The modified activity index utilizing
CD-68 positive macrophages was found to have significant correlation with the estimated
glomerular filtration rate (eGFR), as well as with the current activity index assessment by
histological assessment [7,62].

The importance of CD-68-positive macrophages as a useful surrogate marker for endo-
capillary hypercellularity was earlier studied from Oxford University, in IgA nephropathy
(IgAN) [6]. This study was conducted with the backdrop of Oxford classification for prog-
nostic evaluation of IgAN, based on the evaluation of histological parameters of mesangial
and endocapillary hypercellularity, segmental sclerosis and tubular atrophy/interstitial
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fibrosis (MEST score). The Oxford scoring system for classification of IgAN and its prog-
nostic utility was originally proposed by the working group of International IgAN and
Renal Pathology Society, in the year 2009 [63]. This scoring system has been extensively
validated in several countries from across the world [64–73]. Based on scientific literature
from all over the world, the Oxford scoring system incorporated crescents into the MEST
score, transforming it into a composite C-MEST score [74].

In the validation studies from across the globe, endocapillary hypercellularity had a
higher interobserver variability [60,61]. In this context, glomeruli with >6 CD-68 was found
to be a useful threshold for identification of endocapillary hypercellularity. Immunohisto-
chemical staining with CD68 also enabled digital quantification of the macrophages with
image analysis and the correlation was found to be robust. In the same study, the authors
found moderate correlation of tubulointerstitial CD-68-positive macrophages with tubular
atrophy and interstitial fibrosis (r = 0.59, r2 = 0.35, p < 0.001) [7].

In a study from Germany, macrophage subtypes were studied using immunohisto-
chemistry in renal biopsies of patients with lupus nephritis. CD-68-positive macrophages
were further categorized as M1 (iNOS/CD68), M2a (CD206/68), and M2c (CD163/CD68)
subtypes. They found that CD68-positive-macrophages were higher in the patients with
active class IV lupus nephritis in comparison with class II and class V lupus nephritis.
Higher density of macrophage infiltration of both M2a and M2c subtypes in the tubuloint-
erstitial region had significant correlation with serum creatinine levels. A higher number of
M2a and M2c macrophages in the tubulointerstitial region had significant correlation with
hypertension, and interstitial fibrosis/tubular atrophy, respectively [75].

All this recent evidence highlights the increasing interest in validation of the monocyte–
macrophage lineage in diagnostic as well as prognostic application in renal biopsies from pa-
tients with glomerular as well as tubulointerstitial diseases. CD68-positive macrophages can
help in objective detection of endocapillary hypercellularity in proliferative glomerulonephri-
tis, highlighting severe and active disease and its potential as a diagnostic biomarker. In-
creased density of both CD68-positive macrophages and the CD163-positive M2 macrophage
subtype have been associated with progressive chronic renal injury and poorer outcomes,
and can be a useful prognostic biomarker. On the contrary, monocyte detection using CD14
in renal biopsies has not been found to have diagnostic or prognostic utility. This will need
further human validation studies with other markers.

5. Conclusions and Future Directions

The monocyte–macrophage axis plays a significant role in immune modulation and
healing in a wide spectrum of renal diseases. Significant progress has been made in the
diagnostic capability and understanding of its role in etiopathogenesis and common effector
pathways in cellular and tissue healing and fibrosis. The emphasis on diagnostic utilization
of elevated urine M1:M2 ratio in acute tubule-interstitial nephritis in comparison with
decreased M1:M2 ratio in patients with crescentic glomerulonephritis was demonstrated in
a recent human study, highlighting urinary detection of macrophage subtypes as liquid
biopsy [58].

This review provides a comprehensive overview of the critical role of the monocyte-
macrophage axis in human glomerular diseases and immune modulation. Immune com-
plex deposits and inflammatory pathways are the most critical pathogenetic pathways
in most glomerular diseases, and the importance of the monocyte–macrophage axis to
this pathogenic pathway still needs extensive study. Most of the existing knowledge on
human diseases was preceded by meticulous animal experimental models, highlighted
in this review. We summarized the important studies demonstrating the role of the
monocyte–macrophage axis in glomerular, tubulointerstitial and vascular injury, and its
role in matrix remodeling and parenchymal scarring. New evidence points to the role
of this axis both in immune complex, complement-mediated as well as pauci-immune
glomerulonephritis. These advances provide us with promising avenues for targeted ther-
apy towards enhanced immune response with minimal fibrosis, preserving the function of
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the nephron and the kidney. There are still significant knowledge gaps and scope for future
research in human renal diseases focusing on the role of the monocyte–macrophage axis, as
there is heterogeneity in treatment response and prognosis. Continued research enables us
to refine our diagnostic, prognostic, and therapeutic strategies and lead focused targeted
therapy for renal diseases.

Author Contributions: R.N.G.—conceptualization, investigation, writing original draft, review
and editing, G.G.—conceptualization, investigation, review and editing, L.T.—conceptualization,
investigation, review and editing. All authors have read and agreed to the published version of
the manuscript.

Funding: The authors declare that no funding was obtained for this review article.

Data Availability Statement: Data is available on request from the authors.

Conflicts of Interest: All authors declare that there is no conflict of interest.

References
1. Hopkinson-Woolley, J.; Hughes, D.; Gordon, S.; Martin, P. Macrophage recruitment during limb development and wound healing

in the embryonic and foetal mouse. J. Cell Sci. 1994, 107, 1159–1167. [CrossRef] [PubMed]
2. Jakubzick, C.V.; Randolph, G.J.; Henson, P.M. Monocyte differentiation and antigen presenting functions. Nat. Rev. Immunol.

2017, 17, 349–362. [CrossRef] [PubMed]
3. Rogers, N.M.; Ferenbach, D.A.; Isenberg, J.S.; Thomson, A.W.; Hughes, J. Dendritic cells and macrophages in the kidney:

A spectrum of good and evil. Nat. Rev. Nephrol. 2014, 10, 625–643. [CrossRef] [PubMed]
4. Pfenning, M.B.; Schmitz, J.; Scheffner, I.; Schulte, K.; Khalifa, A.; Tezval, H.; Weidemann, A.; Kulschewski, A.; Kunzendorf, U.;

Dietrich, S.; et al. High macrophage densities in native kidney biopsies correlate with renal dysfunction and promote ESRD.
Kidney Int. Rep. 2023, 8, 341–356. [CrossRef] [PubMed]

5. Agrawal, N.; Gowrishankar, S. The utility of assessing CD68 positive glomerular macrophages in assessing endocapillary
hypercellularity in IgA Nephropathy. Indian J. Nephrol. 2021, 31, 16–21. [CrossRef] [PubMed]

6. Soares, M.F.; Genitsch, V.; Chakera, A.; Smith, A.; MacEwen, C.; Bellur, S.S.; Alham, N.K.; Roberts, I.S. Relationship between renal
CD68 positive infiltrates and the Oxford classification of IgA Nephropathy. Histopathology 2019, 74, 629–637. [CrossRef] [PubMed]

7. Bos, E.M.; Sangle, S.R.; Wilhelmus, S.; Wolterbeek, R.; Jordan, N.; D’Cruz, D.; Isenberg, D.; Cook, H.T.; Bruijn, J.A.; Bajema, I.M.
Use of glomerular CD 68 positive cells as a surrogate marker of endocapillary hypercellularity in lupus nephritis. Kidney Int. Rep.
2022, 7, 841–847. [CrossRef]

8. Chen, J.; Cui, L.; Ouyang, J.; Wang, J.; Xu, W. Clinicopathological significance of tubulointerstitial CD 68 macrophages in
proliferative lupus nephritis. Clin. Rheumatol. 2022, 41, 2729–2736. [CrossRef]

9. Dias, C.B.; Malafronte, P.; Lee, J.; Resende, A.; Jorge, L.; Pinheiro, C.C.; Malheiros, D.; Woronik, V. Role of renal expression of
CD68 in the long-term prognosis of proliferative lupus nephritis. J. Nephrol. 2017, 30, 87–94. [CrossRef]

10. Xu, L. The role of myeloid cells in acute kidney injury and kidney repair. Kidney360 2021, 2, 1852–1864. [CrossRef]
11. Dal-Secco, D.; Wang, J.; Zeng, Z.; Kolaczkowska, E.; Wong, C.H.; Petri, B.; Ransohoff, R.M.; Charo, I.F.; Jenne, C.N.; Kubes, P.

A dynamic spectrum of monocytes arising from the in-situ reprogramming of CCR2+ monocytes at a site of sterile injury. J. Exp.
Med. 2015, 212, 447–456. [CrossRef] [PubMed]

12. Zhao, S.; Si, M.; Deng, X.; Wang, D.; Kong, L.; Zhang, Q. HCV inhibits M2a, M2b and M2c macrophage polarization via HCV core
protein engagement with Toll like receptor-2. Exp. Ther. Med. 2022, 24, 522. [CrossRef] [PubMed]

13. Mildner, A.; Yona, S.; Jung, S. A close encounter of the third kind: Monocyte derived cells. Adv. Immunol. 2013, 120, 69–103.
[PubMed]

14. Turner-Stokes, T.; Diaz, A.G.; Pinheiro, D.; Prendecki, M.; McAdoo, S.P.; Roufosse, C.; Cook, H.T.; Pusey, C.D.; Woollard, K.J.
Live imaging of monocyte subsets in immune complex mediated glomerulonephritis reveals distinct phenotypes and effector
functions. J. Am. Soc. Nephrol. 2020, 31, 2523–2542. [CrossRef] [PubMed]

15. Mysore, V.; Tahir, S.; Furuhashi, K.; Arora, J.; Rosetti, F.; Cullere, X.; Yazbeck, P.; Sekulic, M.; Lemieux, M.E.; Raychaudhuri, S.; et al.
Monocytes transition to macrophages within the inflamed vasculature via monocyte CCR2 and endothelial TNFR2. J. Exp. Med.
2022, 219, e20210562. [CrossRef] [PubMed]

16. Kuriakose, J.; Redecke, V.; Guy, C.; Zhou, J.; Wu, R.; Ippagunta, S.K.; Tillman, H.; Walker, P.D.; Vogel, P.; Häcker, H. Patrolling
monocytes promote the pathogenesis of early lupus like glomerulonephritis. J. Investig. Med. 2019, 129, 2251–2265. [CrossRef]

17. Tang, P.M.-K.; Nikolic-Paterson, D.J.; Lan, H.-Y. Macrophages: Versatile players in renal inflammation and fibrosis. Nat. Rev.
Nephrol. 2019, 15, 144–158. [CrossRef] [PubMed]

18. Wang, X.; Chen, J.; Xu, J.; Xie, J.; Harris, D.C.H.; Zheng, G. The role of macrophages in kidney fibrosis. Front. Physiol. 2021, 12,
705838. [CrossRef]

19. Huen, S.C.; Cantley, L.G. Macrophages in renal injury and repair. Annu. Rev. Physiol. 2017, 79, 449–469. [CrossRef]

https://doi.org/10.1242/jcs.107.5.1159
https://www.ncbi.nlm.nih.gov/pubmed/7929625
https://doi.org/10.1038/nri.2017.28
https://www.ncbi.nlm.nih.gov/pubmed/28436425
https://doi.org/10.1038/nrneph.2014.170
https://www.ncbi.nlm.nih.gov/pubmed/25266210
https://doi.org/10.1016/j.ekir.2022.11.015
https://www.ncbi.nlm.nih.gov/pubmed/36815108
https://doi.org/10.4103/ijn.IJN_380_19
https://www.ncbi.nlm.nih.gov/pubmed/33994682
https://doi.org/10.1111/his.13768
https://www.ncbi.nlm.nih.gov/pubmed/30303541
https://doi.org/10.1016/j.ekir.2021.12.030
https://doi.org/10.1007/s10067-022-06214-y
https://doi.org/10.1007/s40620-015-0252-7
https://doi.org/10.34067/KID.0000672021
https://doi.org/10.1084/jem.20141539
https://www.ncbi.nlm.nih.gov/pubmed/25800956
https://doi.org/10.3892/etm.2022.11448
https://www.ncbi.nlm.nih.gov/pubmed/35837038
https://www.ncbi.nlm.nih.gov/pubmed/24070381
https://doi.org/10.1681/ASN.2019121326
https://www.ncbi.nlm.nih.gov/pubmed/32868399
https://doi.org/10.1084/jem.20210562
https://www.ncbi.nlm.nih.gov/pubmed/35404389
https://doi.org/10.1172/JCI125116
https://doi.org/10.1038/s41581-019-0110-2
https://www.ncbi.nlm.nih.gov/pubmed/30692665
https://doi.org/10.3389/fphys.2021.705838
https://doi.org/10.1146/annurev-physiol-022516-034219


Int. J. Mol. Sci. 2024, 25, 3763 17 of 19

20. Hreha, T.N.; Collins, C.A.; Daughtery, A.L.; Griffith, J.M.; Hruska, K.A. Androgen influenced polarization of activin A producing
macrophages accompanies post-pyelonephritic renal scarring. Front. Immunol. 2020, 11, 1641. [CrossRef]

21. Gottschalk, C.; Kurts, C. The debate about dendritic cells and macrophages in the kidney. Front. Immunol. 2015, 6, 435. [CrossRef]
[PubMed]

22. Weixheit, C.K.; Engel, D.R.; Kurts, C. Dendritic cells and macrophages: Sentinels in the kidney. Clin. J. Am. Soc. Nephrol. 2015, 10,
1841–1851. [CrossRef] [PubMed]

23. Ruan, X.Z.; Guan, Y.; Liu, Z.-H.; Eckardt, K.-U.; Unwin, R. Summary of ISN Forefronts symposium 2015: Immunomodulation of
cardio-renal function. Kidney Int. Rep. 2016, 1, 156–165. [CrossRef]

24. Celhar, T.; Pereira-Lopes, S.; Thornhill, S.I.; Lee, H.Y.; Dhillon, M.K.; Poidinger, M.; Connolly, J.E.; Lim, L.H.K.; Biswas, S.K.;
Fairhurst, A.-M. TLR7 and TLR 9 ligands regulate antigen presentation by macrophages. Int. Immunol. 2015, 28, 223–232. [CrossRef]

25. Rousselle, A.; Sonnemann, J.; Amann, K.; Mildner, A.; Lodka, D.; Kling, L.; Bieringer, M.; Schneider, U.; Leutz, A.; Enghard, P.; et al.
CSF-2 dependent monocyte education in the pathogenesis of ANCA-induced glomerulonephritis. Ann. Rheum. Dis. 2022, 81,
1162–1172. [CrossRef] [PubMed]

26. Ferrario, F.; Castiglione, A.; Colasanti, G.; di Belgioioso, G.B.; Bertoli, S.; D’Amico, G.; Nava, S. The detection of monocytes in
human glomerulonephritis. J. Am. Soc. Nephrol. 1985, 28, 513–519. [CrossRef] [PubMed]

27. Kim, M.-G.; Lim, K.; Lee, Y.J.; Yang, J.; Oh, S.W.; Cho, W.Y.; Jo, S.-K. M2 macrophages predict worse long-term outcomes in human
acute tubular necrosis. Sci. Rep. 2020, 10, 2122. [CrossRef] [PubMed]

28. Inaba, A.; Tuong, Z.K.; Riding, A.M.; Mathews, R.J.; Martin, J.L.; Saeb-Parsy, K.; Clatworthy, M.R. B-lymphocyte derived CCL7
augments neutrophil and monocyte recruitment, exacerbating acute kidney injury. J. Immunol. 2020, 205, 1376–1384. [CrossRef]

29. Hénaut, L.; Candellier, A.; Boudot, C.; Grissi, M.; Mentaverri, R.; Choukroun, G.; Brazier, M.; Kamel, S.; Massy, Z.A. New insights
in to the roles of monocytes/macrophages in cardiovascular calcification associated with chronic kidney disease. Toxins 2019,
11, 529. [CrossRef]

30. Kanter, J.E.; Hsu, C.-C.; Bornfeldt, K.E. Monocytes and macrophages as protagonists in vascular complications of diabetes. Front.
Cardiovasc. Med. 2020, 7, 10. [CrossRef]

31. Puranik, A.S.; Leaf, I.A.; Jensen, M.A.; Hedayat, A.F.; Saad, A.; Kim, K.-W.; Saadalla, A.M.; Woollard, J.R.; Kashyap, S.;
Textor, S.C.; et al. Kidney resident macrophages promote a proangiogenic environment in the normal and chronically ischemic
mouse kidney. Sci. Rep. 2018, 8, 13948. [CrossRef] [PubMed]

32. Wenzel, P. Monocytes as immune targets in arterial hypertension. Br. J. Pharmacol. 2019, 176, 1966–1977. [CrossRef] [PubMed]
33. Lloyd, C.M.; Minto, A.W.; Dorf, M.E.; Proudfoot, A.; Wells, T.N.; Salant, D.J.; Gutierrez-Ramos, J.C. RANTES and monocyte

chemoattractant protein-1 (MCP-1) play an important role in the inflammatory phase of crescentic nephritis, but only MCP-1 is
involved in crescent formation and interstitial fibrosis. J. Exp. Med. 1997, 185, 1371–1380. [CrossRef] [PubMed]

34. Eardley, K.; Zehnder, D.; Quinkler, M.; Lepenies, J.; Bates, R.; Savage, C.; Howie, A.; Adu, D.; Cockwell, P. The relationship
between albuminuria, MCP-1/CCL2, and interstitial macrophages in chronic kidney disease. Kidney Int. 2006, 69, 1189–1197.
[CrossRef]

35. Chen, G.; Lin, S.-C.; Chen, J.; He, L.; Dong, F.; Xu, J.; Han, S.; Du, J.; Entman, M.L.; Wang, Y. CXCL16 recruits bone marrow-derived
fibroblast precursors in renal fibrosis. J. Am. Soc. Nephrol. 2011, 22, 1876–1886. [CrossRef] [PubMed]

36. Sakai, N.; Wada, T.; Yokoyama, H.; Lipp, M.; Ueha, S.; Matsushima, K.; Kaneko, S. Secondary lymphoid tissue chemokine
(SLC/CCL21)/CCR7 signaling regulates fibrocytes in renal fibrosis. Proc. Natl Acad. Sci. USA 2006, 103, 14098–14103. [CrossRef]
[PubMed]

37. Li, L.; Huang, L.; Sung, S.S.J.; Vergis, A.L.; Rosin, D.L.; Rose, C.E., Jr.; Lobo, P.I.; Okusa, M.D. The chemokine receptors CCR2
and CX3CR1 mediate monocyte/macrophage trafficking in kidney ischemia-reperfusion injury. Kidney Int. 2008, 74, 1526–1537.
[CrossRef]

38. Meng, X.M.; Zhang, Y.; Huang, X.R.; Ren, G.L.; Li, J.; Lan, H.Y. Treatment of renal fibrosis by rebalancing TGF-beta/Smad
signaling with the combination of asiatic acid and naringenin. Oncotarget 2015, 6, 36984–36997. [CrossRef]

39. Quiroga, B.; Arroyo, D.; De Arriba, G. Present and future in the treatment of diabetic kidney disease. J. Diabetes Res. 2015, 2015,
801348. [CrossRef]

40. Saito, H.; Tanaka, T.; Tanaka, S.; Higashijima, Y.; Yamaguchi, J.; Sugahara, M.; Ito, M.; Uchida, L.; Hasegawa, S.;
Wakashima, T.; et al. Persistent expression of neutrophil gelatinase-associated lipocalin and M2 macrophage markers and chronic
fibrosis after acute kidney injury. Physiol. Rep. 2018, 6, e13707. [CrossRef]

41. Nikolic-Paterson, D.J.; Wang, S.; Lan, H.Y. Macrophages promote renal fibrosis through direct and indirect mechanisms. Kidney
Int. Suppl. 2014, 4, 34–38. [CrossRef]

42. Awad, A.S.; You, H.; Gao, T.; Cooper, T.K.; Nedospasov, S.A.; Vacher, J.; Wilkinson, P.F.; Farrell, F.X.; Reeves, W.B. Macrophage-
derived tumor necrosis factor-alpha mediates diabetic renal injury. Kidney Int. 2015, 88, 722–733. [CrossRef]

43. Lan, H.Y.; Nikolic-Paterson, D.J.; Zarama, M.; Vannice, J.L.; Atkins, R.C. Suppression of experimental crescentic glomerulonephri-
tis by the interleukin-1 receptor antagonist. Kidney Int. 1993, 43, 479–485. [CrossRef] [PubMed]

44. Ma, T.K.-W.; McAdoo, S.P.; Tam, F.W.K. Targeting the tyrosine kinase signalling pathways for treatment of immune-mediated
glomerulonephritis: From bench to bedside and beyond. Nephrol. Dial. Transplant. 2017, 32, i129–i138. [CrossRef]

45. Dai, X.Y.; Huang, X.R.; Zhou, L.; Zhang, L.; Fu, P.; Manthey, C.; Nikolic-Paterson, D.J.; Lan, H.Y. Targeting c-fms kinase attenuates
chronic aristolochic acid nephropathy in mice. Oncotarget 2016, 7, 10841–10856. [CrossRef]

https://doi.org/10.3389/fimmu.2020.01641
https://doi.org/10.3389/fimmu.2015.00435
https://www.ncbi.nlm.nih.gov/pubmed/26388867
https://doi.org/10.2215/CJN.07100714
https://www.ncbi.nlm.nih.gov/pubmed/25568218
https://doi.org/10.1016/j.ekir.2016.06.007
https://doi.org/10.1093/intimm/dxv066
https://doi.org/10.1136/annrheumdis-2021-221984
https://www.ncbi.nlm.nih.gov/pubmed/35418479
https://doi.org/10.1038/ki.1985.158
https://www.ncbi.nlm.nih.gov/pubmed/4068484
https://doi.org/10.1038/s41598-020-58725-w
https://www.ncbi.nlm.nih.gov/pubmed/32034190
https://doi.org/10.4049/jimmunol.2000454
https://doi.org/10.3390/toxins11090529
https://doi.org/10.3389/fcvm.2020.00010
https://doi.org/10.1038/s41598-018-31887-4
https://www.ncbi.nlm.nih.gov/pubmed/30224726
https://doi.org/10.1111/bph.14389
https://www.ncbi.nlm.nih.gov/pubmed/29885051
https://doi.org/10.1084/jem.185.7.1371
https://www.ncbi.nlm.nih.gov/pubmed/9104823
https://doi.org/10.1038/sj.ki.5000212
https://doi.org/10.1681/ASN.2010080881
https://www.ncbi.nlm.nih.gov/pubmed/21816936
https://doi.org/10.1073/pnas.0511200103
https://www.ncbi.nlm.nih.gov/pubmed/16966615
https://doi.org/10.1038/ki.2008.500
https://doi.org/10.18632/oncotarget.6100
https://doi.org/10.1155/2015/801348
https://doi.org/10.14814/phy2.13707
https://doi.org/10.1038/kisup.2014.7
https://doi.org/10.1038/ki.2015.162
https://doi.org/10.1038/ki.1993.70
https://www.ncbi.nlm.nih.gov/pubmed/8441245
https://doi.org/10.1093/ndt/gfw336
https://doi.org/10.18632/oncotarget.7460


Int. J. Mol. Sci. 2024, 25, 3763 18 of 19

46. Grynberg, K.; Ma, F.Y.; Nikolic-Paterson, D.J. The JNK signaling pathway in renal fibrosis. Front. Physiol. 2017, 8, 829. [CrossRef]
[PubMed]

47. Ma, F.Y.; Blease, K.; Nikolic-Paterson, D.J. A role for spleen tyrosine kinase in renal fibrosis in the mouse obstructed kidney. Life
Sci. 2016, 146, 192–200. [CrossRef]

48. Zhang, M.Z.; Wang, X.; Wang, Y.; Niu, A.; Wang, S.; Zou, C.; Harris, R.C. IL-4/IL-13-mediated polarization of renal
macrophages/dendritic cells to an M2a phenotype is essential for recovery from acute kidney injury. Kidney Int. 2017, 91, 375–386.
[CrossRef]

49. Brosius, F.C.; Tuttle, K.R.; Kretzler, M. JAK inhibition in the treatment of diabetic kidney disease. Diabetologia 2016, 59, 1624–1627.
[CrossRef] [PubMed]

50. Westhorpe, C.L.V.; Norman, M.U.; Hall, P.; Snelgrove, S.L.; Finsterbusch, M.; Li, A.; Lo, C.; Tan, Z.H.; Li, S.; Nilsson, S.K.; et al.
Effector CD4+ T cells recognize intravascular antigen presented by patrolling monocytes. Nat. Commun. 2018, 9, 747. [CrossRef]

51. Henderson, N.C.; Mackinnon, A.C.; Farnworth, S.L.; Kipari, T.; Haslett, C.; Iredale, J.P.; Liu, F.-T.; Hughes, J.; Sethi, T. Galectin-3
expression and secretion links macrophages to the promotion of renal fibrosis. Am. J. Pathol. 2008, 172, 288–298. [CrossRef]
[PubMed]

52. Perez-Gomez, M.V.; Sanchez-Niño, M.D.; Sanz, A.B.; Martín-Cleary, C.; Ruiz-Ortega, M.; Egido, J.; Navarro-González, J.F.;
Ortiz, A.; Fernandez-Fernandez, B. Horizon 2020 in diabetic kidney disease: The clinical trial pipeline for add-on therapies on top
of renin angiotensin system blockade. J. Clin. Med. 2015, 4, 1325–1347. [CrossRef]

53. Tang, P.M.-K.; Zhou, S.; Li, C.-J.; Liao, J.; Xiao, J.; Wang, Q.-M.; Lian, G.-Y.; Li, J.; Huang, X.-R.; To, K.-F.; et al. The proto-oncogene
tyrosine protein kinase Src is essential for macrophage-myofibroblast transition during renal scarring. Kidney Int. 2018, 93,
173–187. [CrossRef] [PubMed]

54. Yan, J.; Zhang, Z.; Yang, J.; Mitch, W.E.; Wang, Y. JAK3/STAT6 stimulates bone marrow-derived fibroblast activation in renal
fibrosis. J. Am. Soc. Nephrol. 2015, 26, 3060–3071. [CrossRef] [PubMed]

55. Wang, Y.Y.; Jiang, H.; Pan, J.; Huang, X.R.; Wang, Y.C.; Huang, H.F.; To, K.F.; Nikolic-Paterson, D.J.; Lan, H.Y.; Chen, J.H.
Macrophage-to-myofibroblast transition contributes to interstitial fibrosis in chronic renal allograft injury. J. Am. Soc. Nephrol.
2017, 28, 2053–2067. [CrossRef]

56. Garcia, G.E.; Lu, Y.J.; Truong, L.D.; Roncal-Jiménez, C.A.; Miyazaki, M.; Miyazaki-Anzai, S.; Cara-Fuentes, G.; Andres-Hernando, A.;
Lanaspa, M.; Johnson, R.J.; et al. A novel treatment for glomerular disease: Targeting the activated macrophage folate receptor with
a trojan horse therapy in rats. Cells 2021, 10, 2113. [CrossRef] [PubMed]

57. Truong, L.D.; Trostel, J.; McMahan, R.; Chen, J.-F.; Garcia, G.E. Macrophage A2A adenosine receptors are essential to protect from
progressive kidney injury. Am. J. Pathol. 2016, 186, 2601–2613. [CrossRef] [PubMed]

58. Sun, P.-P.; Zhou, X.-J.; Su, J.-Q.; Wang, C.; Yu, X.-J.; Su, T.; Liu, G.; Wang, S.-X.; Nie, J.; Yang, L. Urine macrophages reflect kidney
macrophage content during acute tubular, interstitial and glomerular injury. Clin. Immunol. 2019, 205, 65–74. [CrossRef]

59. Wilhelmus, S.; Cook, H.T.; Noël, L.H.; Ferrario, F.; Wolterbeek, R.; Bruijn, J.A.; Bajema, I.M. Interobserver agreement on
histopathological lesions in class III or IV lupus nephritis. Clin. J. Am. Soc. Nephrol. 2015, 10, 47–53. [CrossRef]

60. Cao, Y.; Tang, W.; Tang, W. Immune cell infiltration characteristics and related core genes in lupus nephritis: Results from
bioinformatic analysis. BMC Immunol. 2019, 20, 37. [CrossRef]

61. Wu, Q.; Tanaka, H.; Hirukawa, T.; Endoh, M.; Fukagawa, M. Characterization and quantification of proliferating cell patterns in
endocapillary proliferation. Nephrol. Dial. Transplant. 2012, 27, 3234–3241. [CrossRef] [PubMed]

62. Bajema, I.M.; Wilhelmus, S.; Alpers, C.E.; Bruijn, J.A.; Colvin, R.B.; Cook, H.T.; D’Agati, V.D.; Ferrario, F.; Haas, M.;
Jennette, J.C.; et al. Revision of the International Society of Nephrology/Renal Pathology Society classification for lupus nephritis:
Clarification of definitions, and modified National Institutes of Health activity and chronicity indices. Kidney Int. 2018, 93,
789–796. [CrossRef] [PubMed]

63. Cattran, D.C.; Coppo, R.; Cook, H.T.; Feehally, J.; Roberts, I.S.; Troyanov, S.; Alpers, C.E.; Amore, A.; Barratt, J. The Oxford
classification of IgA nephropathy: Rationale, clinicopathological correlations, and classification. Kidney Int. 2009, 76, 534–545.
[CrossRef] [PubMed]

64. Coppo, R.; D’Arrigo, G.; Tripepi, G.; Russo, M.L.; Roberts, I.S.D.; Bellur, S.; Cattran, D.; Cook, T.H.; Feehally, J.; Tesar, V.; et al. Is
there long-term value of pathology scoring in immunoglobulin a nephropathy? A validation study of the Oxford classification for
IgA nephropathy (VALIGA) update. Nephrol. Dial. Transplant. 2020, 35, 1002–1009. [CrossRef] [PubMed]

65. Coppo, R.; Troyanov, S.; Bellur, S.; Cattran, D.; Cook, H.T.; Feehally, J.; Roberts, I.S.; Morando, L.; Camilla, R. Validation of the
Oxford classification of IgA nephropathy in cohorts with different presentations and treatments. Kidney Int. 2014, 86, 828–836.
[CrossRef] [PubMed]

66. Chakera, A.; MacEwen, C.; Bellur, S.S.; Chompuk, L.-O.; Lunn, D.; Roberts, I.S.D. Prognostic value of endocapillary hypercellular-
ity in IgA nephropathy patients with no immunosuppression. J. Nephrol. 2016, 29, 367–375. [CrossRef] [PubMed]

67. Park, K.S.; Han, S.H.; Kie, J.H.; Nam, K.H.; Lee, M.J.; Lim, B.J.; Kwon, Y.E.; Kim, Y.L.; An, S.Y.; Kim, C.H.; et al. Comparison of the
Haas and the Oxford classifications for prediction of renal outcome in patients with IgA nephropathy. Hum. Pathol. 2014, 45,
236–243. [CrossRef]

68. Herzenberg, A.M.; Fogo, A.B.; Reich, H.N.; Troyanov, S.; Bavbek, N.; Massat, A.E.; Hunley, T.E.; Hladunewich, M.A.; Julian, B.A.;
Fervenza, F.C.; et al. Validation of the Oxford classification of IgA nephropathy. Kidney Int. 2011, 80, 310–317. [CrossRef]

https://doi.org/10.3389/fphys.2017.00829
https://www.ncbi.nlm.nih.gov/pubmed/29114233
https://doi.org/10.1016/j.lfs.2016.01.023
https://doi.org/10.1016/j.kint.2016.08.020
https://doi.org/10.1007/s00125-016-4021-5
https://www.ncbi.nlm.nih.gov/pubmed/27333885
https://doi.org/10.1038/s41467-018-03181-4
https://doi.org/10.2353/ajpath.2008.070726
https://www.ncbi.nlm.nih.gov/pubmed/18202187
https://doi.org/10.3390/jcm4061325
https://doi.org/10.1016/j.kint.2017.07.026
https://www.ncbi.nlm.nih.gov/pubmed/29042082
https://doi.org/10.1681/ASN.2014070717
https://www.ncbi.nlm.nih.gov/pubmed/26032813
https://doi.org/10.1681/ASN.2016050573
https://doi.org/10.3390/cells10082113
https://www.ncbi.nlm.nih.gov/pubmed/34440885
https://doi.org/10.1016/j.ajpath.2016.06.017
https://www.ncbi.nlm.nih.gov/pubmed/27520357
https://doi.org/10.1016/j.clim.2019.06.005
https://doi.org/10.2215/CJN.03580414
https://doi.org/10.1186/s12865-019-0316-x
https://doi.org/10.1093/ndt/gfr797
https://www.ncbi.nlm.nih.gov/pubmed/22431704
https://doi.org/10.1016/j.kint.2017.11.023
https://www.ncbi.nlm.nih.gov/pubmed/29459092
https://doi.org/10.1038/ki.2009.243
https://www.ncbi.nlm.nih.gov/pubmed/19571791
https://doi.org/10.1093/ndt/gfy302
https://www.ncbi.nlm.nih.gov/pubmed/30418652
https://doi.org/10.1038/ki.2014.63
https://www.ncbi.nlm.nih.gov/pubmed/24694989
https://doi.org/10.1007/s40620-015-0227-8
https://www.ncbi.nlm.nih.gov/pubmed/26318019
https://doi.org/10.1016/j.humpath.2013.08.019
https://doi.org/10.1038/ki.2011.126


Int. J. Mol. Sci. 2024, 25, 3763 19 of 19

69. Zeng, C.-H.; Le, W.; Ni, Z.; Zhang, M.; Miao, L.; Luo, P.; Wang, R.; Lv, Z.; Chen, J.; Tian, J.; et al. A multicenter application
and evaluation of the oxford classification of IgA nephropathy in adult Chinese patients. Am. J. Kidney Dis. 2012, 60, 812–820.
[CrossRef]

70. Espinosa, M.; Ortega, R.; Sánchez, M.; Segarra, A.; Salcedo, M.T.; González, F.; Camacho, R.; Valdivia, M.A.; Cabrera, R.;
López, K.; et al. Association of C4d deposition with clinical outcomes in IgA nephropathy. Clin. J. Am. Soc. Nephrol. 2014, 9,
897–904. [CrossRef]

71. El Karoui, K.; Hill, G.S.; Karras, A.; Jacquot, C.; Moulonguet, L.; Kourilsky, O.; Frémeaux-Bacchi, V.; Delahousse, M.;
Van Huyen, J.-P.D.; Loupy, A.; et al. A clinicopathologic study of thrombotic microangiopathy in IgA nephropathy. J. Am. Soc.
Nephrol. 2012, 23, 137–148. [CrossRef] [PubMed]

72. Katafuchi, R.; Ninomiya, T.; Nagata, M.; Mitsuiki, K.; Hirakata, H. Validation study of oxford classification of IgA nephropathy:
The significance of extracapillary proliferation. Clin. J. Am. Soc. Nephrol. 2011, 6, 2806–2813. [CrossRef] [PubMed]

73. Shima, Y.; Nakanishi, K.; Hama, T.; Mukaiyama, H.; Togawa, H.; Hashimura, Y.; Kaito, H.; Sako, M.; Iijima, K.; Yoshikawa, N.
Validity of the Oxford classification of IgA nephropathy in children. Pediatr. Nephrol. 2012, 27, 783–792. [CrossRef] [PubMed]

74. Haaskjold, Y.L.; Bjørneklett, R.; Bostad, L.; Bostad, L.S.; Lura, N.G.; Knoop, T. Utilizing the MEST score for prognostic staging in
IgA nephropathy. BMC Nephrol. 2022, 23, 26. [CrossRef]

75. Olmes, G.; Büttner-Herold, M.; Ferrazzi, F.; Distel, L.; Amann, K.; Daniel, C. CD163 positive M2c like macrophages predominate
in renal biopsies from patients with lupus nephritis. Arthritis Res. Ther. 2016, 18, 90. [CrossRef]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.

https://doi.org/10.1053/j.ajkd.2012.06.011
https://doi.org/10.2215/CJN.09710913
https://doi.org/10.1681/ASN.2010111130
https://www.ncbi.nlm.nih.gov/pubmed/22052055
https://doi.org/10.2215/CJN.02890311
https://www.ncbi.nlm.nih.gov/pubmed/22157710
https://doi.org/10.1007/s00467-011-2061-0
https://www.ncbi.nlm.nih.gov/pubmed/22134880
https://doi.org/10.1186/s12882-021-02653-y
https://doi.org/10.1186/s13075-016-0989-y

	Introduction 
	Monocytes/Macrophages in Renal Pathology 
	General Mechanisms of Monocytes and Macrophages in Renal Disease Pathogenesis 
	Monocytes/Macrophages in Homeostasis and Renal Disease 
	Classical and Non-Classical Monocytes: Identification and Function in the Kidney 
	Macrophage Subtypes: Identification and Function in the Kidney 

	Dendritic Cells: Identification and Function in the Kidney 
	Glomerulonephritis (GN): Immune Complex Deposits and the Mononuclear Phagocytic System 
	Crescentic Glomerulonephritis 
	Classical and Non-Classical Monocytes in Immune-Complex-Mediated Glomerulonephritis 
	Classical and Non-Classical Monocytes in Pauci-Immune Crescentic Glomerulonephritis 

	Macrophages in Human Proliferative Glomerulonephritis 
	Monocytes and Macrophages in Tubulointerstitial Injury 
	Monocytes and Macrophages in the Pathology of Renal (and Extra-Renal) Vasculature 

	Targeting Macrophages as a Potential Therapeutic Opportunity in Glomerulonephritis 
	Translational Value of Monocyte–Macrophage Axis in Diagnostic Clinical Nephro-Pathology 
	Conclusions and Future Directions 
	References

