Table S1. Summary of 18S rDNA read counts for all samples
	SampleID
	Reads number
	Total length
	Average length

	H_01S
	82961
	11272852
	135.88

	H_01M
	67463
	9099860
	134.89

	H_01B
	84100
	11332774
	134.75

	H_02S
	80755
	10997627
	136.19

	H_02M
	87722
	11863809
	135.24

	H_02B
	79325
	10686113
	134.71

	H_03S
	77320
	10475909
	135.49

	H_03M
	61278
	8284376
	135.19

	H_03B
	88537
	11904782
	134.46

	H_04S
	62216
	8476676
	136.25

	H_04M
	75514
	10279058
	136.12

	H_04B
	65740
	8853766
	134.68

	H_05S
	88566
	11981783
	135.33

	H_05M
	74807
	10086420
	134.83

	H_05B
	84156
	11381495
	135.24

	H_06S
	78491
	10670248
	135.94

	H_06M
	60255
	8171607
	135.62

	H_06B
	65464
	8859417
	135.33

	H_07S
	80834
	11043525
	136.62

	H_07M
	61758
	8374717
	135.61

	H_07B
	60579
	8294812
	136.93

	H_08S
	89119
	12020202
	134.88

	H_08M
	72618
	9822745
	135.27

	H_08B
	81612
	11055297
	135.46

	H_09S
	41227
	5602911
	135.9

	H_09M
	52693
	7143909
	135.58

	H_09B
	43255
	5849150
	135.22

	H_10S
	31970
	4335138
	135.6

	H_10M
	31959
	4340936
	135.83

	H_10B
	52941
	7169371
	135.83
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Supplementary Figure S1. Shannon rarefaction curves for all samples
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Supplementary Figure S2. OTU Venn analysis of all samples

