83_| Pseudomonas danubii MB-090624 (GCA_003205455.1) ]|
Pseudomonas danubii MB-090714 (GCA_003205275.1)
Pseudomonas danubii WS5414 (GCA_012985795.1)
Pseudomonas danubii 11 (GCA_002891565.1)
Pseudomonas danubii JDS28PS083 (LR135062.1)
Pseudomonas danubii JDS22PS011 (LR135025.1)
Pseudomonas danubii JDS02PS016T (LR134989.1)
Pseudomonas danubii JDS36PS016 (LR135086.1)
Pseudomonas danubii 4 (GCA_002891555.1)
Pseudomonas danubii rDWA138 (HG933945.1)
| |Pseudomonas danubii 12H11 (GCA_003731825.1)
Pseudomonas danubii 15H3 (GCA_003731865.1) 1
Pseudomonas danubii 38G2 (GCA_003731885.1) P. danubii (g roup A)
Pseudomonas danubii rDWA11 (HG933866.1)
1 _I:Pseudomonas danubii JDS10PS002 (LR135010.1)
Pseudomonas danubii JDS63PS049 (OU957245.1)
Pseudomonas danubii JDS10PS014 (LR135019.1)
94 !Pseudomonas danubii JDS22PS018 (LR135028.1)
If_seudomonas danubii JDS02PS006 (LR134981.1)

1

U1
1

75|l Pseudomonas danubii FD6 (GCA_003363755.1)
Pseudomonas danubii JDS08PS001 (LR135004.1)
96| |LPseudomonas danubii PS1 (GCA_019754235.1)

99 Pseudomonas danubii JDS28PS081 (LR135060.1)
Pseudomonas danubii JDS67PS009 (LR135148.1) a
Pseudomonas sp. 14B2 (GCA_003732485.1)
Pseudomonas sp. JDS08PS003 (LR135005.1) Pseudomonas s roup B
99 63 9g | Pseudomonas sp. rDWA16 (HG933871.1) p- (9 pB)

73!Pseudomonas sp. rDWAB4 (HG933913.1)
100[~ Pseudomonas protegens DSM 19095" (GCA_000397205.1) P. pr n
|Pseudomonas protegens Pf-5 (GCA_000012265.1) _ P Oteg ens

89 Pseudomonas sp. H1IF5C (GCA_013407925.2)
63| ﬂlﬂ’seudomonas sp. H1IF10A (GCA_013409685.2) Pseudomonas sp.
68 Pseudomonas sp. AU11706 (GCA_001020715.1) |
Pseudomonas saponiphila DSM 97517 (GCA_900105185.1) :| P, saponiphila
04 Pseudomonas sesami KCTC 225187 (0Q512972.1) 7
Pseudomonas sesami Os17 (GCA_001547895.1)
83| |Pseudomonas sesami XYZF4 (GCA_004125385.1)
gg [~ Pseudomonas sesami St29 (GCA_001547915.1)
Pseudomonas sesami BNJ-SS-45 (GCA_003057655.1)
751Pseudomonas sesami BC42 (GCA_021560055.1) _
100 "Pseudomonas aestus" CMAA 12157 (GCA 000474765.1) n " . e
L pseudomonas piscis MC042T (GCA _009380155.1) :I P. aestus”/P. piscis
59 — Pseudomonas sessilinigenes CMR12a" (GCA_019139855.1) H
100! Pseudomonas sessilinigens BIOMIG1BAC (GCA_001705995.1) :I P. sess:llmg enes
I—Pseudomonas chiororaphis ssp. aureofaciens DSM 6698 (GCA_003851905.1)
100 Pseudomonas chlororaphis ssp. aurantiaca DSM 19603 (GCA _003851835.1)
57!"_: Pseudomonas chlororaphis ssp. chlororaphis DSM 500837 (GCA _016803445.1)
92 Pseudomonas chlororaphis ssp. piscium DSM 21509 (GCF_001269555.1)
Pseudomonas koreensis LMG 213187 (FN554476.1)
29 Pseudomonas mandelii LMG 216077 (FN554482.1)
65 —1 Pseudomonas jessenii ATCC 7008707 (FN554473.1)
Pseudomonas fiuorescens ATCC 13525" (AB039545.1)

69

P. sesami

P. chlororaphis

454|_| Pseudomonas gessardii LMG 21604 (FN554468.1)
Pseudomonas fragi CECT 446" (FN554466.1)
Pseudomonas corrugata ATCC 29736" (AB039566.1)

N Pseudomonas aeruginosa DSM 500717 (CP012001.1)
B Cellvibrio japonicus Ueda107" (GCA_000019225.1)

ANY

0.050

Figure S1. Phylogenetic tree based on the rpoD gene sequence (Jukes-Cantor, Maximum Likelihood).
Bootstrap values higher than 50 are indicated in the nodes. Bar indicates sequence divergence. Strains
assigned to the new species P. danubii are highlighted in bold.
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Figure S2. Maximum likelihood phylogenetic tree of strains studied in the P. chlororaphis subgroup of species
based on the concatenated sequences of 249 core genes. C. japonicum was used as an outgroup. Numbers at the
nodes indicate bootstrap values from 100 replicates. The bar indicates sequence divergence. Strains assigned to

the new species P. danubii are highlighted in bold.
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Figure S3. a) Dendrograms of the aggregated ANIb values. The dotted line indicates the 95% species threshold.
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Figure S4. a) Graphical representation of the distribution of the
11,081 orthologous genes among the strains: The phyletic

pattern is represented in an unrooted network by the split
decomposition method. Strains of the same genomic species are
grouped.
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Figure S4. b) Graphical representation of the distribution of the 11,081 orthologous genes among the strains:
Heat plot of the phyletic pattern representing the presence (red) or absence (blue) of the orthologous genes.
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Figure S5. Venn diagram of the shared orthologous genes of two sequenced strains of P. danubii (JDS02PS016T
and JDS10PS014) and two closely related strains of Pseudomonas E protegens B in the GTDB taxonomy
(JDS08PS003 and 14B2).



Figure S6. Electron microscopy of negatively-stained flagellated cells of strain JDS02PS016T in the exponential
growth phase (left). Colony morphology of strain JDS02PS016T after incubation at 30 °C for 48 h on LB agar (right).
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Figure S7. Dendrogram of the main proteins obtained by MALDI-TOF mass spectrometry. A) with outgroups; B) only
species in the P. chlororaphis subgroup.



