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Table S1. Statistics on sequencing data generated for Patiria pectinifera genome assembly.

Platform Number of bases | Number of reads | N50 Mean read length | Max read length
PromethlON 59,829,552,714 13,848,344 9,618 4,320 184,534
IHlumina 23,688,630,548 156,878,348 - - 151




Table S2. Statistics for the gene annotation in the Patiria pectinifera genome.

ARCS
Gene Length Sum (bp) 301,691,716
Gene Count 17,334
Exon Length Sum (bp) 32,514,475
Exon Count 152,041
CDS Length Sum (bp) 28,716,363
CDS Count 149,103
Blast nrDB 17,082
Uniprot/Swiss-prot Annotations 10,003
Gene Ontology Annotations 12,698
KEGG Annotations 7,880
InterProScan Annotations 14,323
Pfam Annotations 8,915
TmHMM Annotation 4,833
EggNOG Annotations 11,351
1 > Databases 15,444




Table S3. Statistics for repetitive elements identified in the Patiria pectinifera genome.

Repeat classes

Patiria pectinifera

Patiria miniata

Acanthaster planci

Asterias rubens

Class Count Masked (bp) Z\(/)Iz)s ked Count Masked (bp) E\él/zl)s ked Count Masked (bp) ?/l%?;ked Count Masked (bp) I(\élzl)s ked

DNA 5,842 1,414,531  0.28% 11,180 4,496,481  0.74% 4,720 861,563  0.22% 6,929 996,285  0.24%
Academ-1 6,381 1,548,125  0.31% 9567 2469193  0.41% 217 92,387  0.02% 2,119 390471  0.09%
Academ-2 113 25242 0.00% 103 34658  0.01%
gmg;ev 179 31,562 0.01% 28 20141  0.00% 49 37,880  0.01% 204 81,897  0.02%
CMC-Chapaev-3 39 6,808  0.00%
CMC-EnSpm 3,568 788,869  0.16% 14,405 2,357,774  0.39% 3,406 443177 0.12% 1,282 352,582 0.08%
CMC-Transib 112 63609  0.01% 260 127,681  0.02% 133 63830  0.02%
Crypton-A 7,104 1,229456  0.25% 10,067 2225128  0.37% 1,566 189,501  0.05% 4921 1120538  0.27%
Crypton-H 217 53,309  0.01% 21 3144 0.00%
Crypton-V 155 26112 0.00% 1,024 309,958  0.08% 53 76018  0.02%
Ginger-2 487 72,622 0.01% 300 33133 0.01% 96 16,755  0.00% 143 16,039  0.00%
IS3EU 1,379 250,004  0.05% 3,115 691,400  0.11% 1,065 246171  0.06% 112 25050  0.01%
ﬁ%ﬂgo"' 76 73050  0.01% 160 9,154  0.00% 1,203 266,627  0.06%
Kolobok-T2 519 67,377 0.01% 2,800 733,899  0.12% 591 196,527  0.05%
MULE-MuDR 12,440 1,419,288  0.28% 8,728 1247743  0.21% 4,785 850,142  0.22% 3583 1008590  0.24%
Maverick 1,759 2,099,196  0.42% 83 44470 0.01% 3533 2,357,883  0.61% 95 27179 0.01%
Merlin 469  17354,801  0.22% 151 16439  0.00% 70 39,685  0.01%
P 1,673 261,065  0.05% 84 7,602 0.00% 598 161,948  0.04%
PIF-HarbS 50 12,925  0.00%
PIF-Harbinger 2,984 795,620  0.16% 6176 1130592  0.19% 856 196,383  0.05% 585 214,993  0.05%
PIF-ISL2EU 1,456 296,592  0.06% 388 41,966  0.01% 225 61,738 0.02%
PiggyBac 2,229 369,359  0.07% 2,453 411,604  0.07% 973 238323  0.06% 124 77,680  0.02%
Sola-1 526 167,598  0.03% 794 543870  0.09%
Sola-2 2,566 910,762  0.18% 7303 1,743,007  0.29% 1,385 253554  0.07% 1,035 395430  0.09%
Sola-3 575 324419  0.07% 530 198,438  0.03%
TcMar 315 109,136 0.02% 82 10,996  0.00%
TcMar- 3,036 897,913  0.18% 3991 1172210  0.19% 635 212,453  0.06% 2,898 535955  0.13%
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tRNA-V-CR1 3,861 391,943 0.09%

tcRo':l:L\z/_ 1,412 126,453 0.03%
Unknown 722,482 155,455,390  31.17% 869,929 205,609,124  33.80% 399,290 80,015,764  20.86% 802,360 133,214,604  31.90%

;‘t’é?'sperse d 1,042,396 230,717,756  46.26% 1,262,468 306,115,365  50.32% 517,539 106,636,960  27.79% 1,120,635 183,986,722  44.06%
Low_complexity 479,257 0 11,676 598,998 0.10% 6,311 294823  0.08% 10,343 515,457 0.12%
Satellite 3,734 1,209,123 0.24% 4,554 1,332,430 0.22% 781 216,766  0.06% 15,756 2,023,338 0.48%
Simple_repeat 2,908,314 0 80,191 4,228,331 0.70% 34,867 1,490,287 0.39% 72,594 3,422,698 0.82%
rRNA 124 82,458 0.02% 153 271,329 0.04% 159 99,740  0.03% 56 14,416 0.00%
tRNA 7,580 1,004,033 0.20% 12,265 1,665,294  0.27% 4,333 549,940  0.14% 12,538 1,583,110 0.38%
Total 1,121,079 236,556,532  47.43% 1,371,307 314,211,747  51.65% 563,990 109,288,516  28.48% 1,231,922 191,545,741  45.87%




